UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi E extl"acellular
ID name sites sites reticulum apparatus membrane region
AOA0O87WQF8 |A0A087WQF8 MOUSE |Mus NaN [25.161187 NaN NaN 34887587 MELYESTYFVVLIPSVVITVIFLFFWL |None None None [None None None None None None

musculus

FMKETLYDEVLAKQKREQKLISTKT
DKKKAEKKKNKKKEIQNGTLRESDS
EHVPRDFKLSDASPAEDEQFVPAPL
NVAETSSSVRERKKKEKKQKPSLEE
QVIKESDASKIPGKKVEPVLVTKQPA
PPPPLEAAALKKKAGQKKSKNGSEE
QDKKVEMLMAPSKEQDVLLSHQDT
KQEGGLGKKKGLSKKQKSENVAVLV
DEPLIHATTYIPLDNANSNLMMDKR
EIIDMIKPDHVEGIQKSGTKKLKIETD
KENAEVKFKDFLLSLKTMMFSEDEA
LCVVDLLKEKSGVIKEALKKSNKGEL
SGLLHQLQEKERLLSAMKEDAAASK
ERCKQLTQEMMTEKERSSVVIARM
KDRIGTLEKEHNIFQNKMHASYQET
QQMQMKFQQVQEQMEAEIAHLKQ
ENGILRDAVSNTTNQLESKQSAELN
KLRQDCGRLVSELNEKTGKLQQEGV
QKKNAEQAATQLKVQLQEAERRWE
EVQSYIRKRTAEHEAAQQDLQSKFV
AKENEVQSLHSKLTDTLVSKQQLEQ
RLMQLMESEQKRASKEESLQIQVQD
ILEQNEALKAQIQQFHSQIAAQTSAS
VLAEELHKVIAEKDKQLKQTEDSLA
NEQDHLASKEEELKDVQNMNFLLK
AEVQKLQALANEQAATAHEVEKMQ
KSIHVKEDKIRLLEEQLQHEVASKM
EELKILSEQNKALQSEVQKLQTAVS
QQPNKDVVEQMEKCIQEKDEKLRT
VEELLETGLIQVATREEELSAIRTEN
STLTREVQELKAKQSDQVSFVSLIED
LKRVIHEKDGQIKSVEELLEVELLKV
ANKEKTVQLSVTSQVQELQNLLRGK
EEQVNSMKAALEDRDRDLRGRGTC
AQVCSTPQFEELESVLKEKDNEIKRI
EVKLKDTESDVSKMSELLKEVQEEN
KFLKCQLSHQKHQQASFPSQEELQT
VISEKEKEITDLCNELESLKNAVEHQ
RKKNNERRQHVEAIELESKDLLKRL
FPTVSVPSNLNYSEWLRGFEKKAKA
CVAGTSDAEAVKVLEHRLKEASEMH
TLLQLECEKYKSVLAETEGILQKLQR
SVEQEESKWKIKADESQRMIKQLRR
EREHLEMELEKAEMERSTYVMEVR
ELKTQLNETHSKLQNEQTERKKVAD
DLHKAQQSLNSIHSKISLKAAGDTVV
IENSDISPEMSEVIGKLLVRS




