UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular jextracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
AOA0O96M]J01 [AOA0O96M]JO1_RAT |Rattus NaN (25.563465 NaN NaN 34502162 MGAARADISVDSILSQLFLGALHSLT |None None None |None None None None None None

norvegicus

RQQGTQQARPEEATAVGTSMSYSVT
LTGPGPWGFRLQGGKDFNMPLTISR
ITPGSKAAQSQLSQGDLVVAIDGVNT
DTMTHLEAQNKIKSASYNLSLTLQK
SKRPIPISTTAPPIQSPLPVIPHQKDPS
LDTNSSLATPSPSPEARASPGTSGTL
EFGDTFSSSFSQTSVCTSHMEASGP
'VLPLGSPVAKASSEGTQGSVSPKVLP
GPSQPRLYNNPIGLYSAETLREMAQ
MYQMSLRGKASGAGLLGGSLPVKD
LAVDSASPVYQAVIKTQSKPEDEADE
WARRSSNLQSRSFRILAQMTGTEYM
QDPDEEALRRSSTPIEHAPVCTSQAT
SPLLPASAPSPAAASPIAASPTLATAA
AAHAVAASAAGPASSPVENPRPQAS
IAYSPAAATSPAPAAHTSYSEGPAAPA
PKPRVVTTASIRPSVYQPVPASPYSPS
PGANYSPTPYTPSPAPAYTPSPAPTYT
PSPAPTYSPSPAPAYTPSPAPNYNPT
PSAAYSGGPSESASRPPWVTDDSFS
QKFAPGKSTTSVSKQTLPRGAPAYN
PTGPQVTPLARGTFQRAERFPASSRT
PLCGHCNNVIRGPFLVAMGRSWHP
EEFNCAYCKTSLADVCFVEEQNNVY
CERCYEQFFAPICAKCNTKIMGEVM
HALRQTWHTTCFICAACKKPFGNSL
FHMEDGEPYCEKDYINLFSTKCHGC
DFPVEAGDKFIEALGHTWHDTCFIC
AVCHVNLEGQPFYSKKDKPLCKKHA
HAINV




