UniprotKB Entry name organism full oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
IAOAOA6YXH3 |AOAOA6YXH3 MOUSE |Mus Oxysterol-|22.380232 NaN NaN 37507081 IMASIVEGPLSKWTNVMKGWQYRWEF [True False 4.327 [2.665 1.086 1.47 3.705 1.144 1.198
musculus |[binding IVLDYNAGLLSYYTSKDKMMRGSRR
protein GCVRLRGAVIGIDDEDDSTFTITVDQ

KTFHFQARDADEREKWIHALEETIL
RHTLQLQISTTLAFFQSSGISPVLEFS
KIIGLDSGFIPSVQDFDKKLTEADAYL
QILIEQLKLFDDKLQNCKDDEQRKK
VETLKDTTNSMVESIKHCIVLLQIAK
STINPVDAIYQPSPLEPVISTMPSQTA
LPPEPAQLCKSEQRPSSLPVGPVLAT
LGHHQTPTPNSTGSGNSPPSSSLTP
PSHVNLSPNTVPEFSYSSSEDEFYDA
DEFHQSGSSPKRLIDSSGSASVLTHS
SSGNSLKRPDTTESLNSSMSNGTSD
IADLFDSHDDRDDDGEAGSVEEHKS
VIMHLLSQVRLGMDLTKVVLPTFILE
RRSLLEMYADFFAHPDLFVSISDQK
DPRDRMVQVVKWYLSAFHAGRRGS
IVAKKPYNPILGEIFQCHWTLPNDTE
ENAELVSEGPVPWVSKNSVTFVAEQ
IVSHHPPISAFYAECFNKKIQFNAHIW
TKSKFLGMSIGVHNIGQGCVSCLEY
DEHYILTFPNGYGRSILTVPWVELGG
ECNINCSKTGYSANIVFHTKPFYGGK
KHRITAEIFSPNDKKSFCSIEGEWNG
IMYAKYATGENTVFVDTKKLPIIKKK
IVRKLEDQNEYESRSLWKDVTFNLKI
RDIDAATEAKHRLEERQRAEARERK
EKEIQWETRLFHEDGECWVYDEPLL
KRLGAVKH




