UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane region
IAOAOA6YY72 |AOAOA6YY72_MOUSE [Mus NaN [25.161187 NaN NaN 34887587 |GKLPIVNENDELVAIIARTDLKKNRD [None None None [None None None None None None

musculus

'YPLASKDAKKQLLCGAAIGTHEDDK
YRLDLLALAGVDVVVLDSSQGNSIFQ
INMIKYIKEKYPSLQVIGGNVVTAAQ
AKNLIDAGVDALRVGMGSGSICITQE
AAPKIPPDIKSHSPKCPSTVSGCYML
IACGRPQATAVYKVSEYARRFGVPVIA
DGGIQNVGHIAKALALGASTVMMGS
LLAATTEAPGEYFFSDGIRLKKYRGM
GSLDAMDKHLSSQNRYFSEADKIKV
IAQGVSGAVQDKGSIHKFVPYLIAGIQ
HSCQDIGAKSLTQVRAMMYSGELKF
EKRTSSAQVEGG




