}Jl;l iprotKB Entry name organism [full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.loplasmlc go
sites reticulum |ap
AOA0B4]203|A0A0B4J203_HUMAN [Homo Pre-mRNA [27.435126 T205;S206;T207;5S252;T253 [NaN 35254053;30620550;31492838;285 [MSAGEVERLVSELSGGTGGDEEEE |None None None [None |None None No
sapiens 3'-end- 10447 WLYGGPWDVHVHSDLAKDLDENEV
processing ERPEEENASANPPSGIEDETAENGV
factor PKPKVTETEDDSDSDSDDDEDDVHV
FIP1 TIGDIKTGAPQYGSYGTAPVNLNIKT

GGRVYGTTGTKVKGVDLDAPGSING
VPLLEVDLDSFEDKPWRKPGADLSD
'YFNYGFNEDTWKAYCEKQKRIRMG
LEVIPVTSTTNKITAEDCTMEVTPGA
EIQDGRFNLFKVQQGRTGNSEKETA
LPSTKAEFTSPPSLFKTGLPPSRNST
SSQSQTSTASRKANSSVGKWQDRYG
RAESPDLRRLPGAIDVIGQTITISRVE
GRRRANENSNIQLPYDSRWEFPRDG
LVLGRVLGSGAFGKVVEGTAYGLSR
SQPVMKVAVKMLKPTARSSEKQAL
MSELKIMTHLGPHLNIVNLLGACTK
SGPIYIITEYCFYGDLVNYLHKNRDS
FLSHHPEKPKKELDIFGLNPADEST
RSYVILSFENNGDYMDMKQADTTQY
VPMLERKEVSKYSDIQRSLYDRPASY
KKKSMLDSEVKNLLSDDNSEGLTLL
DLLSFTYQVARGMEFLASKNCVHRD
LAARNVLLAQGKIVKICDFGLARDIM
HDSNYVSKGSTFLPVKWMAPESIFD
NLYTTLSDVWSYGILLWEIFSLGGTP
'YPGMMVDSTFYNKIKSGYRMAKPD
HATSEVYEIMVKCWNSEPEKRPSFY
HLSEIVENLLPGQYKKSYEKIHLDFL
KSDHPAVARMRVDSDNAYIGVTYKN
EEDKLKDWEGGLDEQRLSADSGYII
PLPDIDPVPEEEDLGKRNRHSSQTS
EESAIETGSSSSTFIKREDETIEDIDM
MDDIGIDSSDLVEDSFL




