UniprotKB Entry name organism full oglcnacscore oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma &2
ID name sites reticulum apparatus membrane [re
AOAOB4LHK4 |AOAOB4ALHK4 _DROME |Drosophila  [NaN [30.60235 T2754;S2757;T2927 [NaN 33925313;40245499 [MDKAATVDRSTSSTFLENLTKAMIR (NaN NaN NaN [NaN NaN NaN NaN NaN N

melanogaster

RFRYSVDYLLHLIVHDDIPESDPDSC
PHEGEVREDEDETEEESEDSDESEG
EEEEEDEEEIDVLQDNDADDEEIDD
EDEEEDAPEVSSFLLDANNKRSSNI
SALLEAAANEKAPVLRHATHAIDETK
QALTKMRCASSPRDKNGFSRSLVAA
CTDNDVNTVKRLLCKGNVNLNDAA
IASTDDGESLLSMACSAGYYELAQVL
LAMSAAQVEDKGQKDSTPLMEAAS
IAGHLDIVKLLLNHNADVNAHCATG
NTPLMFACAGGQVDVVKVLLKHGA
NVEEQNENGHTPLMEAASAGHVEV
IAKVLLEHGAGINTHSNEFKESALTL
IACYKGHLDMVRFLLQAGADQEHKT
DEMHTALMEASMDGHVEVARLLLD
SGAQVNMPTDSFESPLTLAACGGHV
ELATLLIERGANIEEVNDEGYTPLME
IAAREGHEEMVALLLSKGANINATTE
ETQETALTLACCGGFMEVAAFLIKE
GANLELGASTPLMEASQEGHTDLVS
FLLKKKANVHAETQTGDTALTHACE
NGHTDAAGVLLSYGAELEHESEGGR
TPLMKACRAGHLCTVKFLIQKGANV
NKQTTSNDHTALSLACAGGHQSVV
ELLLKNNADPFHKLKDNSTMLIEAS
KGGHTRVVELLFRYPNISPTENAASA
NVTQAAPTSNQPGPNQMRQKIMKQ
QLQHQLQQLNAPPGLHELSEAARAS
NQQHFHQQQFSSAGNGSSNIVAMG
TGDFLDAGELQLTATAGMSAGAGTS
TTGSETGMEEYGEVGGIDLTTLGAQ
QQEGLIAKSRLFHLQQQQQQQQQQ
QQQQQQQQQQQQQQQQQQQQPPA
IAGQHQLVPCKHFDLDMEHINSLQP
PQKAPPAPPVLFHTVCQQPVMQQQ
QQQLQPGQLKLKAMLPNRNRALKT
IAEVVEFIDCPVDQQQPGEQVRTQPL
GEDGKTPQFACAGEDPRLQRRRGF
MPELKKGELPPESSSSDPNELALKG
IADNNQPVPTALDNSACAQIPARNSG
GAITHSSEVLQSTAISDRPKVKATNK
NNRKQAAAAAAAAAAAAAAAAAAAQ
HAQQVLPNPMVSIYNNLHLQHLQH
PHLQFQQQLQLHHQRVAGLDNAAA
IAAAAAASSANMAYSISPASPLPSPTG
SGNYVDQQLQQQSMDVALQRKTAM
DDFRGMLETAVNGPRGRKDLALNT
PQLNFFKDGWHMVGVHNFFGDQP
KSPTETPPEMEETTMSSPTEADRLG
SEPRAEMKNLATLCSAAAAAAAVAA
IVNKDQVEISSDLESECEDDAEGGAG
IADCEENTLPPEPIELAAALREDGIIVE
EEEDDEEEDDDDEEQDTNSGEVDK
LNYDDEDAEVDNDGEVDYIDEDEG
GGEGEEEEDDADDDEFFLDEPDSD
QGTGNNNNNSKSGASSLPLKQRKM
IATRLENLILNSQTVCDFPPELSNSEL
VHVLPQISNLKAAANSNAALNSVLQ
QQLAAASAAAAHAKASVVHQKQQH
GEGDQQCEDDGSASASELYSGLEHF
IANDGEMEDIFQELASSLNYPELAEF
SLNQMCKGRFAGNWAQSSGKWTG
QEQLVGVVRSPGLINPGDVPQDAQR
QANLVLLDYPMQQNIQLEQRLLDAE
EMHLQQHQQTPLSLLPFTDEQQQQ
LHHQALSNASDFQQHQQLALENDP
ELKQQLQQNSNARIIKAVAAQHQQQ
PPTNFVYNVESGDKNAPPVQLLFQL
PPHMAQHQAQQQQGVGEPLTEQQQ
QQLHAEQAHLFQHRTGGQRPPTQS
ELEQVAQELLLQRSGQVPAGAPVVG
VQAIPLKQKHFNLHPPPCPPTCVQH
QVATQTHPASVVVPQPAVGYTQFAL
QASQQQQMQQNELSIWPMATPTPA
PSSGVSSTKSMPGGIAKKAIDKQSRK
ERRCVVRQTPAGIQENTKLHLQPQV
IATAQQQFLVQNQLAVATTVSLDKTIE
IDSETESNHDTALTLACAGGHEELV
ELLINRGANIEHRDKKGFTPLILAAT




IAGHDKVVDILLKHSAELEAQSERTK
DTPLSLACSGGRYEVVELLLSVGAN
KEHRNVSDYTPLSLAASGGYVNIIKL
LLSHGAEINSRTGSKLGISPLMLAA
MNGHTPAVKLLLDQGSDINAQIETN
RNTALTLACFQGRHEVVSLLLDRRA
NVEHRAKTGLTPLMEAASGGYIEVG
RVLLDKGADVNAAPVPTSRDTALTIA
IADKGHQKFVELLLSRNASVEVKNKK
GNSPLWLAAHGGHLSVVELLYDHN
IADIDSQDNRRVSCLMAAFRKGHTKI
VKWMVQYVSQFPSDQEMIRFIGTIS
DKELIDKCFDCMKILRSAKEAQAVK
IANKNASILLEELDLERTREESRKAAA
IARRRERKKKKKMEKKEEKRRQQQG
NGPGGDDMQGDDDDASDKDDDSD
KDDEDEEAAPAAAREEGDSGIDQGS
CSSGDTKGARFGGSQSAQAAEAAAN
SVSTNSQGKKNKKQAKNKVLISVEP
TQPVITSNSVLKGVCAKKHPAVEVVK
QPPATQQAAPLKRQLDVKKEEPALK
KKEEKNSSSSSSSKREKENLAPKEV
IALPAKQQPSSSSKLQSSESASNINSS
TATNTSSANTTRKEVAKPASQTASAT
TLNPAKRTEVDGWKEVVRKSSAQQT
[TAVGASGAPLPVTATSSATSVQHHP
HHHLANSSSNSSSSLTTSTTTAASS
VPEMTCKKVQVPVNAISRVIGRGGS
NINAIRATTGAHIEVEKQGKNQSER
CITIKGLTDATKQAHMLILALIKDPDV
DILQMLPRINSSIKQASSGGASTPMS
IVGTWDNRTAAGVNAYTFSSAASTTS
TSSSSSASSTTPAGASYSNAHKQHQ
QQPQSVKGPSGRSSTSVKSNGSSTK
VSASSGSGSRSGRAGSSYLAQQQPG
RSSGGGSSNGVIKSKSESSSKSLPAA
QKSSTTLGKSSTVSPGAQNFAKAAAT
GQSSPKKAEGGATSAVVTSAGGRSS
GVVAPFGRGKPVAGQGGPAATAASN
[VAQLGSVSGNSNILAGPIGTFNVADV
IAAVNAAAAAGAAAATNSNVKPIAPIA
PPSKRVGSPTQVQQQHQTQQQQQQ
QLPQPAPVPGPQPQQQPLQQQQQQ
QAPQQQPQQPNQQQQPQTSQQONLV
INTNLLNDLMAASAANTTSDSFSAQ
LAAKLSSAYSLFSDYQQSQWGKLGD
PGIGGGAGAVGDGLPQADASKAPGY
NRNILSSPVGSSKASSNHSTSPPVG
NVIQQQQQQQPQSSQQALNIITSGP
GGPATAPARSPMVSANEGNPAVGQP
SMNGTQGLGETAPAHSPGVIKPPTA
[TVPIQRHVPMPISAPEAGAPPTFGAI
GSNPASGNNSAAAQAAAAAAASAMI
DRQQQNLQNLQTLQNLQRMVGAS
QQQQPQQQLNYPMDPTSSFIVDAN
NVLRLNPRVIFPQGNTKPPQPPPQG
GTQSNVFGGNPGRQPPGTGARQPG
GAAAQRWYGGTLEYPSYTGRDMLH
LENGAGGMAGMGSPSAMSPNHDDI
RKMPRPIGTERAASWKYNNFNVGG
PSLNMEDALASVLPPWAHELKAQPP
GLQQPPPPPQSQQQQQQPLNWLKQ
QPQQQQYRAYNNGPYPQQQQQHEP
MNMPMDYHNMQAPPNMSQQQQQ
HVNLMPSYGYQHFVGAPGAVDISAH
MPDKMEVWDHHDKHMPWTNYTT
NWSN




