UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_acellular

ID name sites sites reticulum |apparatus membrane region

AOAOB4LHS9 [AOAOB4LHS9 _DROME Drosophila  [NaN [30.60235 S12 NaN 33925313;40245499 MANLNFQQPPRSIANAALAGRTTGG [NaN NaN NaN |NaN NaN NaN NaN NaN None
melanogaster FGGSSLAGHVTPTSGMFQTDFANSY

PGTANYGQAPQQQQQQQQQPQLSP
NRNAQLSVGGPAISSGNRNANLFGQ
RQFVERRAMQGLGSGPMSNMGNF
MQTGRGGYGTGGGGGGPLNNFHVF
GGGGGSDTSTPALLDPTEFPSLTNA
RGQNDQTLPQSNPLQPPGSKPYVG
MVKQPTSEQSEFTMSNEDFPALPGT
QNSDGTTNAVGSVAGTGGSGGASTE
NHLDGTEKPMNSIVVSGSASGSSGS
NVGVVGGNGLGAVGSGIGGLAVGG
GGGAGSSGGGGVGGNAASGVVGGS
HVGLVGSNSGIGGVNSVPNSNAMM
GVGGGLGSGSGSSGSGAGGEHLND
NSSNDKLVKSGVQTSPDGKVTNIPA
TMVNNQFGMVGLLTFIRAAETDPNL
IVTLSLGTDLTGLGLNLNSQESLHTT
FAGPFVAQPCRAQDVEFNVPPEYLI
NFAIRDKLTAPVLKKLQEDLLFFLFY
TNIGDMMQLMAAAELHSREWRYHV
EEKIWITRIPGIDQYEKNGTKERGTF
YYFDAQSWKRLSKVFQIDPEKLDKC
PNISAFMNGQSV




