UniprotKB Entry name lorganism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
AOAOF7EVQ6 |AOAOF7EVQ6 DANRE [Danio NaN [26.412228 NaN NaN 40044042 MGDGVQQRSVYERLTAEEMDEQRI |NaN NaN NaN [NaN NaN NaN NaN NaN None
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QNVAYQYLCRLEEAKRWMEECLKE
DLPAPTELEEALRNGVYLAKLGHCF
IAPRVVPLKKIYDLDQQRYKVSGLQFR
HTDNINHWRNAMMEVGLPTIFHPE
TTDVYDKKNMPRAVYCIHALSLYLF
RLGLAPQIHDLRGKVKFTEEEINNM
KLELDKYGIQMPAFSKIGGILANELS
IVDEAAVRAAVIAINEAVDRGCVQTTA
QTLRNPNAMLSALQDPLMPVYQQM
LQQARVQKAARARTNTSEEKDIYEE
YLTQREIQDSINTVNMRAAVERVDE
IALDCSDAQALLCALQNSSLALRGLIR
DHASWYLEQLSADREQKALDLGCV
DPLEREELQEGINMANEDAKRDQT
MQQAVCKINEAVRRGEARQTVRAL
MNPDAHLPDVYPFAAELYQRELAPL
QRQCPQAELQQEELYVAVEMLSAVA
LVNQALEVRDFGAFSSTVISPAAGLT
DIDDSLIQRYFEELCELKRSAGKSLL
SWNDLQTGLNAVNTSAHEEHEQIV
TIGLINQALSRSDPQKTLSALMLPSS
GLEDVQPLNARRYHDLLIRARRHKA
ELSRDPGAELWLADIQEGVRLANQD
TQKALKMCLGLAAVNQAVKECKAS
QTLRVLRLPEVALRSVVSECADGYQT
ELTALLRAKTLEGDNRSPWMMTKL
ADSSSYFFHLQKLEGSWERPQGFVQ
NSTFLTHEEIQAVCSGVTAAHSRDV
QWRASEPLVLQLQARMRGFLLRLKL
QERLHFLNTQLPAVITIQSHWRRFT
QQREYKRRLQYLYRNWRAIVKIQAT
IVKMWIARRRYLARLAYFRRHVGAIIR
IQAFFRASRTREEYRLLVHSSTPPLS
IVVRKFAHLLEFGDSDIRQEGELLRL
REDVVRTIRANRQLEADLDLMDLKI
GLLVRNRVTLQEVVSHCKKLTKKNK
EQLSDMMALDKHKGLKALSKEKRE
KLEAYQHLFYLLQTQPLYLAQLIFLM
PQNKSTRFMETVIFTLENYGSDCRE
IAFLLLQLFTAALRHEITVKVDRPQEV
ITGSPTVIKMLVSFYRHARGQNALKD
ILGPAIRDVLQDRTLNIRTDPVEIYKS
WVNQSESQTGQKSCLPYEVSVDQAL
SHSEVQHRLNVSITNLKNLTERVLN
IAIISNTHRLPYGLRYTAKVLRDTLQE
KFPQATEDELYKIVGNLIYYRYMNPA
IVAPDGFDVVEFSAGSALLPGQRRTL
GSIARILQHSAALKHFQGDSAHLHA
LNQYITQTHSRFRKFLRAVCDVPEPE
ERFSIDEYSETLILNRPVIYISISELLN
THRLLLEHQDSLCSDQSDPLLQLLN
DLGSVPSVQELVGEGHLNSADPNTE
QTLDKMEVSLTLTSKFDVFKSSDDQ
PDARGILLSTKQLIIDVIRTQPGDTLH
EVLQVSASRDQEVQHGWLMHQRA
QRDARTPEKMKRNQSLIADGRLTLE
EKKRKIQRNIRRLEAIGTLRPHDAHT
HILQLIAKDIRHQRVYRQRRQAELVK
LKHTLNSLNSKSCFHSEQVDYYSQY
INTCLHNLTNSKVSKKKVSDNKGKK
KQATLTYTAARLHEKGVLLEIEDLPV
TQFKNVIFDIVPGEEDGVFLVKARF
MGVDMEKFPLKYQDLLQLQYEEVA
IVMKMFDKAKVNVNLLIFLLNKKFFK
K




