UniprotKB Entry name organism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl_'acellular

ID name sites sites reticulum apparatus membrane region

AOA0G2JVC2 |AOA0OG2]JVC2_RAT |Rattus NaN [23.439218 NaN NaN 38843836 MESMLNKLKSTVTKVTADVTSAVM |False False 1.312 |0.938 |0.375 False 0.586 False 0.281
norvegicus GNPVTREFDVGRHIASGGNGLAWKI

FNGTKKSTKQEVAVFVFDKKLIDKY
QKFEKDQIIDSLKRGVQQLTRLRHP
RLLTVQHPLEESRDCLAFCTEPVFAS
LANVLGNWENLPSSISPDIKDYKLYD
VETKYGLLQVSEGLSFLHSSVKMVH
GNVTPENIILNKSGAWKIMGFDFCV
SSSNPSEQEPKFPCKEWDPNLPSLC
LPNPEYLAPEYILSVSCETASDMYSL
GAVMYAVFNKGRPIFEVNKQDIYKS
FSRQLDQLSRLGSSSLTSIPEEVREH
VKLLLNVTPTVRPDADQMTKIPFFD
DVGAVTLQYFDTLFQRDNLQKSQFF
KGLPKVLPKLPKRVIVQRILPCLTSEF
VNPDMVPFVLPNVLLIAEECTKEEYI
KLILPELGPVFKQQEPIQASNMILLIF
LQKMDLLLTKTPPDEIKNSVLPMVY
RALEAPSIQIQELCLNIIPTFANLIDYP
SMKNALIPRIKNACLQTSSLAVRVNS
LVCLGKILEYLDKWFVLDDILPFLQQ
IPSKEPAVLMGILGIYKCTFTHKKLGI
TKEQLAGKVLPHLIPLSIENNLNLNQ
FSSFIAVIKEMLSRLESEHRTKLEQL
HIMQEQQRSLDIGNQMSTSEETKVT
PSGTQQIDKVFNNIGADLLSGGESE
NREDGLQGKQKRGSLTLEEKQKLAK
EQEQAQKLKSQQPLKPQVHTPIAPV
KQTKDLTDTLMENMSSLTSLSVSTP
KISASSTFTSVPSTGLSMMFSTPIDN
TKRNLTNGLNANMGFQTSGFNMPV
NPNQNFFSGTSTAGVTTMTLGAPPT
MSNFSPLSIPPASVKQTQQRPPDMS
ALNNLFGPQKPKVSMNQLSQQKPN
QWLNQFVPPQGSPGMGSAAMGTQV
NVMGQAAFGMQGNPFFNPQSFAQP
PPTTMTSSSSASNDLKDLFG




