IARGGAAEGLRRPAAVITLRPSLRSPA
QQRPVLSRQTSSLGIATGSEVRPRIS
ETMPKPDSEAGTAFIQTQQLHAAMA
DTFLEHMCRLDIDSAPITARNTGIIC
TIGPASRSVEMLKEMIKSGMNVARL
NFSHGTHEYHAETIKNVRAATESFA
SDPILYRPVAVALDTKGPEIRTGLIKG
SGTAEVELKKGATLKITLDNAYMEK
CDENILWLDYKNICKVVEVGSKIYVD
DGLISLQVKEKGADYLVTEVENGGS
LGSKKGVNLPGAAVDLPAVSEKDIQ
DLKFGVEQDVDMVFASFIRKAADVH
EVRKVLGEKGKNIKIISKIENHEGVR
RFDEILEASDGIMVARGDLGIEIPAE
KVFLAQKMMIGRCNRAGKPVICATQ
MLESMIKKPRPTRAEGSDVANAVLD
GADCIMLSGETAKGDYPLEAVRMQ
HLIAREAEAAVFHRLLFEELARASSQ
STDPLEAMAMGSVEASYKCLAAALI
VLTESGRLPERQRLPSTTCSYSRNSA
AWRPLPATPQKLPPWVPWRPPSSAA
IVGPLSCSPSLAGVLTKWPGTAQGLL

SLL

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr"acellular

ID name sites sites reticulum apparatus membrane [region

IAOAOG2JVG3 |AOA0G2JVG3_RAT [Rattus Pyruvate [25.563465 NaN NaN 34502162 MRNFGLQCPSATEGSPPQKGNLLVP [None None None [None None None None None None
norvegicus |kinase PTLRLSQKVRVPVERRGSASCCPDW




