
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A0G2JVZ6 A0A0G2JVZ6_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MADPGRLLLRPRPGGLLLLLLGLLLP
FAGSFNLDVESPAEYAGPEGSYFGF
AVDFFVPSTSSRMFLLVGAPKANTT
QPGIIEGGQVLKCDCSSSRRCQPIEF
DSTGNRDYAKDDPLEFKSHQWFGA
SVRSKQDKILACAPLYHWRTEMKQE
REPVGTCFLQDGTKTVEYAPCRSKNI
DADGQGFCQGGFSIDFTKVSQLISD
QVAEIISKYDPNVYSIKYNNQLATRT
AQAIFDDSYLGSFSSSLTDFVSGVPR
AARTLGMVYIYDGKNMSSLHNFTGE
QMAAYFGFSVAATDINGDDYADVFI
GAPLFMDRGSDGKLQEVGQVSVSL
QRASGDFQTTKLNGFEVFARFGSAI
APLGDLDQDGFNDIAIAAPYGGEDK
KGLVYIFNGRSTGLNSVPSQILQGQ
WAAQSMPPSFGYSMKGATDVDRNG
YPDLVVGAFGVDRAVLYRARPVVTV
NAGLEVYPSILNQDNKICPLPGTALK
VSCFNVRFCLKADGKGTLPRKLNFQ
VELLLDKLKQKGAIRRALFLHNRSP
GHSKDMTVFRGGQTQCEELVAYLR
VRRSALLSLLVVSPSFVYMIFPTCKL
AHILLDCGEDNVCKPKLEVSVDSDQ
KKIYIGDDNPLTLTVKAQNQGEGAYE
AELIVSIPPQADFIGVVRNNEALARL
SCAFKTENQTRQVVCDLGNPMKAG
TQLLAGLRFSVHQQSEMDTSVKFDL
KIQSSNSFDNVSPVVSYKVDLAVLAA
VEIRGVSSPDHIFLPIPNWEYKETPE
TEEDVGPVVQHIYELRNNGPSSFSK
AILNLQWPYKYNNNTLLYILHYDIDG
PMNCTADTEINPLRIKSMSLQTPEK
NDTAAEQGGRNHLITKRDLSLSEGD
VHTLGCGTAQCLQITCQVGRLDRGK
SAILYVKSLLWTETFMNKENQNHSY
SLKSSASFNIIEFPYKNLPIEDLFNST
LVTTNITWGIQPAPMPVPVWVIILAV
LAGLLLLAVLVFVMYRMGFFKRVRP
PQEEQEREQLQPHENGEGNSET

False True 3.002 2.273 1.938 1.572 0.91 4.77 2.035


