UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl"acellular
ID mame sites sites reticulum apparatus membrane region
AOAOG2JVZ6 |AOA0OG2JVZ6_RAT [Rattus NaN [23.439218 NaN NaN 38843836 MADPGRLLLRPRPGGLLLLLLGLLLP [False True 3.002 [2.273 [1.938 1.572 0.91 4.77 2.035

norvegicus

FAGSFNLDVESPAEYAGPEGSYFGF
IAVDFFVPSTSSRMFLLVGAPKANTT
QPGIIEGGQVLKCDCSSSRRCQPIEF
DSTGNRDYAKDDPLEFKSHQWFGA
SVRSKQDKILACAPLYHWRTEMKQE
REPVGTCFLQDGTKTVEYAPCRSKNI
DADGQGFCQGGFSIDFTKVSQLISD
QVAEIISKYDPNVYSIKYNNQLATRT
IAQAIFDDSYLGSFSSSLTDFVSGVPR
IAARTLGMVYIYDGKNMSSLHNFTGE
QMAAYFGFSVAATDINGDDYADVFI
GAPLFMDRGSDGKLQEVGQVSVSL
QRASGDFQTTKLNGFEVFARFGSAI
IAPLGDLDQDGFNDIAIAAPYGGEDK
KGLVYIFNGRSTGLNSVPSQILQGQ
IWAAQSMPPSFGYSMKGATDVDRNG
YPDLVVGAFGVDRAVLYRARPVVTV
NAGLEVYPSILNQDNKICPLPGTALK
IVSCENVRFCLKADGKGTLPRKLNFQ
IVELLLDKLKQKGAIRRALFLHNRSP
GHSKDMTVFRGGQTQCEELVAYLR
IVRRSALLSLLVVSPSFVYMIFPTCKL
IAHILLDCGEDNVCKPKLEVSVDSDQ
KKIYIGDDNPLTLTVKAQNQGEGAYE
IAELIVSIPPQADFIGVVRNNEALARL
SCAFKTENQTRQVVCDLGNPMKAG
TQLLAGLRFSVHQQSEMDTSVKFDL
KIQSSNSFDNVSPVVSYKVDLAVLAA
IVEIRGVSSPDHIFLPIPNWEYKETPE
TEEDVGPVVQHIYELRNNGPSSFSK
IAILNLQWPYKYNNNTLLYILHYDIDG
PMNCTADTEINPLRIKSMSLQTPEK
NDTAAEQGGRNHLITKRDLSLSEGD
IVHTLGCGTAQCLQITCQVGRLDRGK
SAILYVKSLLWTETFMNKENQNHSY
SLKSSASFNIIEFPYKNLPIEDLFNST
LVITNITWGIQPAPMPVPVWVIILAV
LAGLLLLAVLVFVMYRMGFFKRVRP
PQEEQEREQLQPHENGEGNSET




