UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular |cytosol [nucleus mitochndrion em}oplasmlc golgi [plasma extr.acellular

ID name sites sites reticulum apparatus membrane region

AOAOG2JYEO |[AOAOG2JYEO RAT [Rattus NaN [23.439218 NaN NaN 38843836 MLKPQPPQQTSQPQQPPPTQQAVAR [True False 2.318 [4.205 1.21 False False False False
norvegicus RPPGGTSPPNGGLPGPLPATAAPPGP

PTVVSPCLGPAAAAGSGLRRGAESIL
IAAPAPQQHQERPGAVAIGSVRGQTT
GKGPPQSPVFEGVYNNSRMLHFLTA
IVVGSTCDVKVKNGTTYEGIFKTLSSK
FELAVDAVHRKASEPAGGPRREDIV
DTMVFKPSDVLLVHFRNVDFNYATK
DKFTDSAIAMNSKVNGEHKEKVLQR
WEGGDSNSDDYDLESDMSNGWDP
NEMFKFNEENYGVKTTYDSSLSSYT
IVPLEKDNSEEFRQRELRAAQLAREI
ESSPQYRLRIAMENDDGRTEEEKHS
IAVQRQGSGRESPSLVSREGKYIPLPQ
RVREGPRGGVRCSSSRGGRPGLSSL
PPRGPHHLDNSSPGPGSEARGINGG
PSRMSPKAQRPLRGGKTLSSPNNRP
SGEASVPPTSAVGRMYPPRSPKSAAP
IAPVSASCPEPPIGSAVASSASIPVTSS
IVVDPGAGSISPASPKLSLAPTDVKEL
PTKEPSRSLEAQELARIAGKVPGLQN
EQKRFQLEELRKFGAQFKLQPSSSS
ETGLDPFPSRILKEEAKGKEKEVDGL
LTSDPMGSPVSSKAESILDKEDKVPL
IAAVAGSEGPEQLQPPCPSQTGSPPV
GLIKGDDKEEGPVTEQVKKSTLNPN
AKEFNPTKPLLSVNKSTSTPTSPGPR
THSTPSIPVLTAGQSGLYSPQYISYIP
QIHMGPAVQAPQMYPYPVSNSVPGQ
QGKYRGAKGSLPPQRSDQHQPASAP
PMMQAAAAAAGPPLVAATPYSSYIPY
NPQQFPGQPAMMQPMAHYPSQPVF
IAPMLQSNPRMLTSGSHPQAIVSSST
PQYPSAEQPTPQALYATVHQSYPHH
IATQLHGHQPQPATTPTGSQPQSQHA
IAPSPVQHQAGQAPHLGSGQPQQNL
IYHPGALTGTPPSLPPGPSAQSPQSSF
PQPAAVYAIHPHQQLPHGFTNMAHV
TQAHVQTGVTAAPPPHPGAPHPPQV
MLLHPPQGHGGPPQGAVPPSGVPAL
SASTPSPYPYIGHPQVCRVGRSHSRR
RQGLAPGSVLCFPPSSLSCDPAAPLP
TASPALSDPDCLLT




