UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em}oplasmlc golgi [plasma extl"acellular

ID mame sites sites reticulum apparatus membrane region

AOAO0G2JZA7 |AOA0OG2JZA7_RAT [Rattus NaN [23.439218 NaN NaN 38843836 MYAAGSRGHSPAFLQPQNGNGHRS (False True 3.313 [2.169 [0.791 0.375 False 4.427 0.838
norvegicus PGYVPGKVVPFRPAPPPKNHASAKLT

SRSQEAPATFAFSPEEQRTPREDRK
QKRHKNTFICFAITSFSFFVTLAVILG
ISSKYAPDENCPDQNPRLRNWDPGQ
DSAKHIVIKEGDMLRLTSDATVNSIV
IQDGGLLVFGDDKDGSRNITLRTRYI
LIQDGGALHIGAEKCRYRSKATITLY
GKSDEHESMPTFGKKFIGVEAGGTL
ELHGARRTSWTMLARTLHSSGLPFG
SYAFEKDFSRGLNVRVIDQDTARVL
EHEKFDTHEYHNESRRLQEFLRAQ
DPGRIVAIAVGDSAVKSLLQGTIQMI
QDRLGSKLIQGLGYRQAWALVGVID
GGSSSCNESVRNYENHSTGGKALA
QGEFYTLDGQKFSVTAYSEWIEGISL
SGFRVDIADGVKLHLLDDVSSWGAG
DRIVVASTDYSMYQAEELTLLPCPEC
SRFQVKVKEIPQYLHVGEIIDGIDMR
IAEVGLLTRNIVIQGETEDSCYADNH
CQFFDYDTFGGHVMIEKNFTSVHLS
YVELKHMGQQHLGRYPVHFHLCGD
IVDSKGGYRVPTSVNGLSIHHSFSRCI
TVHGSSGLLIKDTIGFDTLGHCFFLE
DGVEQRNILFHNLGLLTKPGTLLPT
DRNSSMCTVMRDGVFGNYIPVPTTD
CMAVSTFWIAHPNNHLINNAAAGS
QDAGIWYLFHKEPTGESSGMQLLEK
PELTPLGIFYNNRVHSNFKAGLFVD
KGVKTTNSSASDPREYLCLDNSARF
RPHQDADPEKPRVAAVIDRLIAFKN
NDNGAWVRGGDIIVQNSAFADNGK
GLTFASDGSFPSDEGSSQEVSESLFV
GESKNYGSQGGQNKYMGTGGIDQK
PRTLPRNRTFPIRGFQIYDGPIHLTKS
TFKKYVPTPDRYSSAIGFLMKNSWQ
TTPRNNVSLVKFGPQVSLNVFFGKP
GPWFEDCELDGDKNSIFHDIDGSVT
GYKDTYVGRMDNYLIRHPNCVSVTK
IWNAVVCSGTYAQVYVQTWNTPNLS
MIITRDEYPSHPMVLRGINQRAISPQ
YQPVVMLEKGYTIHWSGPAPRTTFL
YLVNFNKDDWIRVGLCYPSNTSFQV
TVGFLQRQNGSLSRIEEYEPAQSME
ELQKKPSERKFYFDSGTGLLFLYLRA
HSHRDGHSYCSSQGCERVKIQAATD
SKDMSNCMAKAYPQYYKKPSAVKR
MPAMLTGFCQGCGTHQMVFSSDPH
KSYLPVRFQSPGKAEIQRGEPSVISV
NGTDFTFRSAGAFLLIVDACSVPFRL
TEKRMFLSADISHLEEYLKASIPPRSI
IVLLSTRGEIKQMNISDSFVLLGLAKP
IAHLYNKGSTVFLGFSGNFTPSWTRL
FTSPDVQGLGVLEQYLPLQMEEYGC
SRTSSVHRRDLELLQQALKGL




