
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A0G2K5P5 A0A0G2K5P5_RAT Rattus
norvegicus

NaN 25.563465 NaN NaN 34502162 MSLPFYQRSHQHYDLSYRNKDLHTT
MSHYQQEKKRSAVYTHGSTAYSSRS
SAAHRQESEALRQASAASYQQQASK
AYSLGTSSSQHYQGSEVSRKTASSY
DYGYSHGLTDSSLLLEDYSSRLSPQT
KRAKRSLLSGEETGNLSGNYMVPIY
SGRQVHISGIRDSEEERIKEAAAYIAQ
RTLLESEEAIMASKQSTASKQSTASK
QSIASKQSTASKQSTASKQSTASKQA
TSTFQQEETFERKSRNISIREKAEEL
SLRKTLEETQAYHGKLNEDHLLHAP
EFIIKPRSHTVWEKENVKLHCSVAG
WPEPRLTWYKNQVPINVHANPEKYI
IESRYGMHTLEISKCDFEDTAQYRAS
AMNVQGEVSAYASVVVKRYKGELD
DSLLRGGVSMPLSFAVTPYGYASKF
EIHFDDKFDVSFGREGETMSLGCRV
VITPEIKHVQPEVQWYRNGAPVSPSK
WVQPHWSGDRATLTFSHLNKEDEG
LYTIRVRMGEYYEQYSAYVFVRDADA
EIEGAPAAPLDVVSLDANKDYIIISWK
QPAVDGGSPILGYFIDKCEVGTDTWS
QCNDTPVKFARFPVTGLIEGRSYIFR
VRAVNKTGIGLPSRVSEPVAALDPAE
KARLKSRPSAPWTGQIIVTEEEPTEG
VIPGPPTDLSVTEATRSYVVLSWKPP
GQRGHEGIMYFVEKCDVGTENWQR
VNTELPVKSPRFALFDLVEGKSYRFR
VRCSNSAGVGEPSESTEVTVVGDKL
DIPKAPGKIIPSRNTDTSVVVSWEES
KDAKELVGYYIESSVVGSGQWEPCN
NNPVKGSRFTCHGLTTGQSYIFRVR
AVNAAGLSEYSQDSEAIEVKAAIGGG
VSPDVWPQLSDTPGGLTDSGGAMS
GASPPTSQKDALPSSKPNKPSPPSSP
SNRGQKEVSKVNGSVQEELSPPSM
EVASKEQSKSGPPEKKKDPVAVPSPP
YDITCLESFRDSMVLGWKQPDKTGG
AEITGYYVNYREVVGGVPGKWREAN
IKAVSDAAYKISELKENTVYQFQVSA
MNIAGLGAPSAVSECFKCEEWTIAV
PGPPHSLKLSEVRKNSLVLQWKPPV
YSGRTPVTGYFVDLKEASAKDDQWR
GLNEAAIPNKYLRVQGLKEGISYVFR
VRAINQAGVGKPSDLAGPVVAETRP
GTKEVVVNVDDDGVISLNFECDQMT
PKSEFVWSKDYVPSEDSPRLEVESK
GNKTKMVFKDLGPDDLGTYSCDVT
DTDGIASSYLIDEEEMKRLLALSQEH
KFPTVPTKSELAVEILEKGQVRFWM
QAEKLSGNAKVNYIFNEKEIFEGPKY
KMHIDRNTGIIEMFMEKLQDEDEGT
YTFQIQDGKATGHSTLVLIGDVYKKL
QKEAEFQRQEWIRKQGPHFAEYLS
WEVTGECNVLLKCKVANIKKETHIV
WYKDEREISVDEKHDFKDGICTLLIT
EFSKKDAGFYEVILKDDRGKDKSRL
KLVDEAFQDLMTEVCRKIALSATDL
KIQSTAEGIRLYSFVCYYLDDLKVNW
SHNGTGIKYTDRVKSGVTGEQIWLQI
NEPTQNDKGKYVMELFDGKTGHQK
SVDLSGQAFDEAFAEFQRLNGFITFL
PVTLSLQALNLTCNVWGDPTPEVSW
LKNEKPLTSDDHCSLKFEAGKTAFF
TISGVSTADSGKYGLVVKNKYGSETS
DFTVSVFIPEEEARKGASEPPKGNQK
SK

None None None None None None None None None


