
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A0G2K6T9 A0A0G2K6T9_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MRRRKTVLLILEPARMGPLRPSPGP
GGQRLLLPPLLLALLLLLAPSASHTT
QVVYKVPEEQPPNTLIGSLAADYGLP
DVGHLYKLEVGAPYLRVDGKTGDIFT
TETSIDREGLRECQNQISGSPCILEF
EVSITDLVQNGSPRLLEGQIEVQDIN
DNTPNFASPVITLAIPENTNIGSLFPI
PLATDRDAGPNGVASYELQAGPEAQ
ELFGLQVAEDQEEKQPQLIVMGNLD
RERWDSYDLTIKVQDGGSPPRASSA
LLRVTVLDTNDNAPKFERPTYEAELS
ENSPIGHSVIQVKANDSDQGANAEI
DYTFHQAPEVVRRLLRLDRNTGLITV
QGPVDREDLSTLRFSVLAKDRGANP
KSARAQVVVTVKDMNDNAPTIEIRGI
GLVTHQDGMANISEDVAEETAVALV
QVSDRDEGENAAVTCVVAGDVPFQL
RQASETGSDSKKKYFLQTTTPLDYEK
VKDYTIEIVAVDSGNPPLSSTNSLRV
QVVDVNDNAPVFTQSITEVAFPENN
KPGEVVAEVTASDADSGSNAELVYS
LEPEPAAQGLFTISPENGEVRVKTSL
DREQRDSYELKVVAADRGSPSLQGT
ATVLVNVLDCNDNDPKFMLSGYNF
SVMENMPALSPVGMVTVIDGDKGE
NARVQLSVEQDNGDFVIQNGTGTIL
SSLSFDREQQSTYTFQLKAVDGGVP
PRSAYVGVTINVLDENDNAPFITAPS
NTSHRLLTPQTRLGETVSQVTAEDID
SGINAELTYSIAGGNPYGLFQIGSHS
GAITLEKEIERRHHGLHRLVVKVSDR
GKPPRYGTALVHLYVNETLANRTLL
ETLLVHSLDTPLDIDIAGDPEYERSK
QRGNILFGVVAGVVAVALLIALAVLV
RYCRQREAKSGYQAGKKETKDLYAP
KPSGKAAKGSKSKGKKSKSPKPVKP
VEDEDDTGLQKSLKFNLMSDAPGD
SPRIHLPLNYPPGSPDLGRHYRSNSP
LPSIQLQPQSPSASKKHQVVQDLPPA
NTFVGTGDTTSTGSEQYSDYSYRTN
PPKYPSKQLPHRRVTFSATSQAQEL
QDPSQHSYYDSGLEESETPSSKSSS
GPRLGPLALPEDHYERTTPDGSIGE
MEHPENDLRPLPDVAMTGTCTREC
SEFGHSDTCWMPGQSSPSRRTKSS
ALKLSTFVPYQDRGGQEPAGAGSPS
PPEDRNTKTAPVRLLPSYSAFSHSSH
DSCKDSATLEEIPLTQTSDFPPTATP
ASAQTSAKREIYL

False False 2.045 3.239 0.725 0.188 False 4.13 1.513


