UniprotKB Entry name organism full loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus | mitochndrion em!oplasmlc golgi plasma extx:acellular

ID name sites sites reticulum apparatus membrane [region

IAOAOG2K719 |AOA0OG2K719 RAT Rattus RNA 26.1995 NaN NaN 38843836;34502162 IDLRDVHSEYSYLVICFFFLGFYDKD |[True False 4.635 |4.736  [1.52 1.261 0.69 4.242 1.14
norvegicus [helicase SSGWSSSKDKDAYSSFGSRGDSRGK

SSFFGDRGSGSRGRFDDRGRGDYD
GIGGRGDRSGFGKFERGGNSRWCD
KSDEDDWSKPLPPSERLEQELFSGG
NTGINFEKYDDIPVEATGNNCPPHIE
SFSDVEMGEIIMGNIELTRYTRPTPV
QKHAIPIIKEKRDLMACAQTGSGKTA
IAFLLPILSQIYADGPGEALRAMKENG
RYGRRKQYPISLVLAPTRELAVQIYEE
IARKFSYRSRVRPCVVYGGAEIGQQIR
DLERGCHLLVATPGRLVDMMERGKI
GLDFCKYLVLDEADRMLDMGFEPQI
RRIVEQDTMPPKGVRHTMMFSATFP
KEIQMLARDFLDEYIFLAVGRVGSTS
ENITQKVVWVEEIDKRSFLLDLLNAT
GKDSLTLVFVETKKGADSLEDFLYH
EGYACTSIHGDRSQRDREEALHQFR
SGKSPILVATAVAARGLDISNVKHVI
NFDLPSDIEEYVHRIGRTGRVGNLGL
IATSFFNERNINITKDLLDLLVEAKQE
IVPSWLENMAFEHHYKGSSRGRSKS
SRFSGGFGARDYRQSSGASSSSFSS
SRASSSRSGGGGHGSSRGFGGGSV
HLRFGEIQHCGYGGFYNSDGYGGNY

NSQGVDWWGN




