UniprotKB Entry name organism [full name oglcnacscore qglcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em.l()plasmm golgi ! eth:acellular

ID sites sites reticulum apparatus membrane region

AOA0OG2K931 [AOA0OG2K931 RAT |Rattus Phosphoserine  (28.175057 NaN NaN 18683930 MEATKQVVNFGPGPAKLPYSVLLEI |False False 3.395 [2.53 2.209 1.6 0.54 1.542 1.741
norvegicus [aminotransferase QKQLLDYKGLGISVLEMSHRSPDFA

KIISNTENLVRELLAVPNNYKVIFVQ
GGGTGQFSAVPLNLIGLKAGRCADY
IVVTGAWSAKAAEEAKKFGTVNIVHP
KLGSYTKIPDPSTWNLNPDASYVYFC
ANETVHGVEFDFIPDVKGAVLVCDM
SSNFLSRPVDVSKFGVIFAGAQKNV
GSAGVTVVIVRDDLLGFALRECPSVL
DYKVQAGNNSLYNTPPCFSIYVMDM
VLEWIKNNGGAAAMEKLSSVKSQMI
'YEIIDNSQGFYVCPVERQNRSRMNIP
FRIGNSKGDEALEKRFLDKAVELNM
ISLKGHRSVGGIRASLYNAVTTEDVE
KLAAFMKNFLEMHQL




