UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
AOAOH4LGZ0 |AOAOH4LGZ0_DANRE [Danio NaN [26.412228 NaN NaN 40044042 |MKIITVVVLPVLELSNCFAQSGDSFL |[NaN NaN NaN [NaN NaN NaN NaN NaN None
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LYNVDSNKCLTSTLNRLVTCDPHSA
QQKFRWTSSNRILNTFTKTCLGVGS
KAVGKTLQPLKCNDDNALQKWECH
GNTLLGLKNETLFLAVDFRGLPEISN
KTGIRSKWTIHGTQDSICSRPYEEIYS
IDGNGFGQTCKFPFLYEKKWYADCT
TVDEPDQRLWCATKTDYSLYEQWGY
CPTRDSKYWTKHPLTNVYYQLNDRS
TLTWYQARKSCQQQGAELLSISEPH
EQSFIAGMFQKSQGSLWIGLNKLDV
SSGWQWSNGQPLRYLKWLSGFPSS
QPGYNCGVLKNGYNSEWSNDACSE
KRGYICQRGHSVPTVPPEVTTGFCQS
PWIPHSGNCYFLHRTKQTWLEARDI
CLREGGDLLSILSTEEQSFAITQLGY
SKTDQLWIGFNDRKTQMLFEWSDQ
SSVPFASWEVGEPTHSAQHAEDCVL
MRGEEGKWADDVCEKKYGFICKRK
TSTKASNNDTVVANPGCKKGWIRYG
YYCYMAGSETKTSEEAKQTCEKAES
RLVDVSSRVENAFLVNLVGARPEKY
FWIGLSNQKDVHTFEWTNTKQVPFT
HFNSGMPGRKQGCVAMTTGIVAGL
'WDVLSCSNKEKYICKQRADALVTTA
APPTTPSLDCPTEWTSIGTRDLCVKH
FNVPSLQMKTWDQALDYCRELGGD
LLSIHHESDIPWKQGGGYPSWIGYR
MYDPSVGYVWSDGSSSSYQSWASD
EPNNLNNMENCVEMRVSLWDDDG
MWNDVNCKDKKDWYCQIHKGKTP
IVEVNITEPVYNVTEDGWIEFRGSQYY
GSEYSAMSMHEARAFCKRNHGDLV
VINDEEERLFLWHKSKELYNDFLIG
LTVDLDGSFQWMDGSPVVFQAWEA
NQPAFKNSEERCAKMTISQGLWETV
NCGDEYNYFCKRSEAPPVNATVAPT
QPPKGGCAPEWTQFEGKCYNVRGE
MKKWSEAREYCREHGGDLTAIMSK
FQQTFLSTMIRDKSTNFWIGFSNLA
NGRFKWTDGSKVSFTEWAEGEPHS
LVWSRSYYWTKYFSDEPECVFMGRS
SGSHFSKWVADDCNSTNGFICSRDV
DPGIPSVPTEIPKTFVKLGNSSFKVIQ
ENLTWIEANRRCKAEGGHLASIRDLI
SQAYIELQVFRLKQPMWIGLNSEQS
NGYFLWVNKWPMTMEKWAISEPRP
NKPCAHMKINGEWKTSLCNETFYS
VCEQTTDIPPTLPAQQPGHCPKQEN
YSPLRWIPFRDSCYAFVTEMKSWSR
IAARLCMTWGASLASIRDEAEEKFIES
NLLLLESYKEFWIGLLHNHKGHWL
WADNSVVDYTNWALTETGGDYEEF
SYNPDCAFISATSKNWKKRHCDYTV
LPFICKTAKVISPTIKSPHQDIKPHRV
KTGLAVFLTIAVIAILGALAYVYYRRS
QHRFLPTFENPMYNNAESAYSDKD
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