UniprotKB Entry name lorganism [full name |oglcnacscore ({glcnac ‘p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol [nucleus mitochndrion enc.h)p lasmic golgi plasma em:aceuular
ID sites sites reticulum |apparatus membrane [region
AOAOM3HEQO |AOAOM3HEQO_MOUSE [Mus thioredoxin-|22.380232 NaN NaN 37507081 MAAMVAAMVAALRGPSRRFRPRTR |None None None [None None None None None None
musculus |disulfide ALTRGTRGAASAAGGQQSFDLLVIG
reductase GGSGGLACAKEAAQLGKKVAVADYV

EPSPRGTKWGLGGTCVNVGCIPKKL
MHQAALLGGMIRDAHHYGWEVAQP
VQHNWKTMAEAVQNHVKSLNWGH
RVQLQDRKVKYFNIKASFVDEHTVR
GVDKGGKATLLSAEHIVIATGGRPRY
PTQVKGALEYGITSDDIFWLKESPGK
TLVVGASYVALECAGFLTGIGLDTTV
MMRSIPLRGFDQQMSSLVTEHMES
HGTQFLKGCVPSHIKKLPTNQLQVT
WEDHASGKEDTGTFDTVLWAIGRVP
ETRTLNLEKAGISTNPKNQKIIVDAQ
EATSVPHIYAIGDVAEGRPELTPTAIK
AGKLLAQRLFGKSSTLMDYSNVPTT
IVFTPLEYGCVGLSEEEAVALHGQEH
IVEVYHAYYKPLEFTVADRDASQCYIK
MVCMREPPQLVLGLHFLGPNAGEV
TQGFALGIKCGASYAQVMQTVGIHP
TCSEEVVKLHISKRSGLEPTVTGCCG




