UniprotKB Entry name |organism [full name |oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol [nucleus mitochndrion em?oplasmlc golgi extl:acellular
ID sites sites reticulum |apparatus  membrane region
AOAOR4IKU3 |RECK_DANRE |Danio Reversion-(26.412228 NaN NaN 40044042 MSGCLQILTVLLCCRFWALVFSQDQ (NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio inducing SCCVHHAADIPRCRDACEQLASIRSE

cysteine- SRLRHLLHRLPSYCPETLSELWICIN

rich NSLPGASRKSDGWVGLGCCELAISA

protein ECRRDCKQASSKNDISKVCKKDTEN

'with Kazal PLYSCITKNEMGSVCCSYAGRHTTC

motifs REYCQAIFRTDSSPTVSQISAVKEYC

QSVSPPLILCVENYTRLHPTHRPIDS
LHCCDRAEEAHCQLACKRILRTLST
EQEIMDGLISECGSQPLPQDPLWQC
FLGSAHPPANTDPESPPIAKMDSAK
LHCCFKANTSICRNMCVEISTSWGT
QSWQEFDQHCEYNPVEMDLITCLA
DVREPCQLGCKELSYCTNFNNRPTE
LFRSCNVQSDQGALNDFKLWSNGSI
RMPLMNIPVLDIRRCRPEMWKTVA
CALQIKPCYSRSRGSVICRSDCVEILR
QCGDRRRFAEAQTPERICDLLSPTD
DPERCIPLNRYLTASELESSVEEVIH
PCNPNPCPSSHLCHVNRKGCHVGH
DCLPYYCVPGCKLGEASEFLVPADA
RLQVPVHSAQPGCYEVCVCGQSGRL
ENCAEMPCFDTSKSCQIAGQRRSHG
SSFRVDCNPCSCFAGDAVCSSRQCV
RSDSSEEDRRLFTGLPCGCADHFVP
'VCAGNGRTYPSACVARCVGFTDSQF
VFGSCRSFDPCSPNPCQRNQRCVPR
RQVCLTDLSEFPCPQYECVSRPSSC
DQKLLDPVCDTDNMEHANLCVLNL
RGKTLAYSGHCQDACRRPREVCAH
NGESYSTVCEAFSERVAVDYQGRCH
AVGLESEFGSDSGCNAVPCPPLASD
ACQPVTPPGACCPVCAGMLRILWNK
AQMNIFAKLNRDQPVSLHDILKILRL
HVSVPQCDIFGYLSINSEIIILIAPVDQ
QPTPLQIEACSKEAEKIDSLINSGSPT
LVSHVPLSAFLSSELQLSSVRSSSCV
SISVCVLLLLCSLILTLTSDL




