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}J];I iprotkB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence extracellular cytosol nucleus mitochndrion em?oplasmlc golgi u extr‘acellular
sites sites reticulum apparatus  membrane region
IAOAOR4JOL5 |AOAOR4JOL5 MOUSE [Mus Conserved |22.380232 NaN NaN 37507081 | MADASGEVAAVPASGAANGFSNGA False 1.948 (1.597 [1.098 1.204 3.926 1.109 0.946
musculus |oligomeric GATPAQPNNPLSRKLHKILETRLEN

Golgi DKEMLEALKALSAFFVENSLRTRRN

complex LRGDIERRSLAINEEFVNIFKDVKEE

subunit 6

LESINEDVQAMSSCCQDMTSRLQAA
KEQTQDLIVKTTKLQAENQRLEIRAQ
IVVDAFLAKFQLTSDEMSLLRGTRGG
PVTEDFFKALGRVKQIHNDVKVLLR
TNQQTAGLEIMEQMALLQETAYERL
YRWAQSECRALTQESCDVSAVLSQA
MEALQDRPVLYKYTLDEFGTARRST
VVRGFIDALTRGGPGGTPRPIEMHS
HDPLRYVGDMLAWLHQATASEKEH
LEALLKHVTAQGVKENIQEVVGHITE
GVCRPLKVRIEQVILAEPGAVLLYKIS
NLLKFYHHTISGIVGNSAATLLTTIEE
MHLLSKKIFFTSLSLHANKLMDKVE
LPPPDLGPSSALSQTLTLLRDILASH
DSSVIPLDARQADFVQVLSCALDPLL
QMCTVSASNLGTADMATFMVNSLY
MMKTTLALFEFTDRRLEMLQFQIEA
HLDTLINEQASYVLTRVGLSYIYNTIQ
QHRPDQGSLANMPNLDAVALKAAM
AQFDRYLSAPDHLLMPQLNSLLSAT
VKEQIIKQSTELVCRAYAEVHAAVM
NPDNAYKDPESILHRSPEQVKTLLS




