UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
'AOA0S2I7K2|AOA0S217K2_DANRE Danio \Vinculin [26.412228 NaN NaN 40044042 MPVFHTKTIESILEPVAQQISHLVIM |[NaN NaN NaN NaN NaN NaN NaN NaN None
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HEEGEVDGKAIPDLSAPVLAVQAAV
SNLVRVGKETVQTTEDAIMRRDMPP
IAFIKVENACTKLVQAAQMLKADPYS
IVPARDYLIDGSRGILSGTSDLLLTFD
EAEVRKIIRVCKGILEYLTVAEVVES
MEDLITYTKNLGPGMTKMAKMIDE
RQQELTHQEHRVMLVNSMNTVKEL
LPVLISGIKIFVTTRTSQGKGVEEALK
NRNFTVEKMNTEINEIIRVLQLTSW
DEDAWANKDTEAMKRALALIDSKM
IAQAKNWLRDPQGQPGGPGEQAIRQI
LDEAEKVGELCAGKERRDIVGTAKT
LGQLTEQVSDLRARGQGANPVAMQ
KAQQVSQGLDVLTGKVENAARKLEA
MTGSKQAIAKRIDAAQSWLADPHSG
PEGEENIRALLGEARKIADLCEDPKE
REDILRSMSEIAALSGKLAELKRAGK
GDTPEARALAKQIATALQNLQSKTSK
IAVANTRPAKAAVHLAGKMEQAGRW
IDNPTLDDSGVGQAAIRGLLAEGRRL
IANALPAAQRQELLGKCEQVEHLMA
QLAELAARGEGDSPQARAIAQQLQH
TLKELEGKMQDAMTQEVSDIFSDTT
TPIKLLAVAATAPSDSPNREEVFKER
IASNFENHASRLGATAEKAAAVGTAN
KSTVEGIQAAVKSARDLTPQVVSAAR
ILLKNPGNQAAFEHFETMKNQWID
NVEKLTGLVDEAIDTRSLLAASEDAI
KKDLDKCQVAMANHQPQMLVAGAT
SIARRANRILLVAKREIENSEDPKFR
ETVKAASDELSRTISPMVMDAKAVA
IANIKDQGLQRGFLDSGFKILGAVAN
IVRDAFQPQEPEFPPPPPDLESLQISD
TAAPPKPPLPEGEVPPPRPPPPEEKD
EEFPEQQAGEMVSEPMMVAARQLH
DEARKWSSKGNDIIGAAKRMALLMA
EMSRLVRGSGGNKRALIQCAKDIAK
IASDEVTRLAKEVAKQCTDKRIRTNLL
QVCERIPTISTQLKILSTVKATMLGRT
NISEEESEQATEMLVHNAQNLMQS
IVKETVREAEAASIKIRTDAGFTLHWV
RKTPWYQ




