UniprotkB Entry name organism full oglcnacscore °9 lcnac p.h osphorylation PMIDS |sequence intracellular lextracellular|cytosol mucleus mitochndrion en(!oplasmlc golgi plasma extl.‘acellular

ID name sites sites reticulum apparatus membrane region

AOAOU1RPLO AOAOU1RPLO_MOUSE Mus NaN [25.775171 NaN NaN 34678516 MLKPQPPQQTSQPQQPPPTQQAVAR (None None None [None None None None None None
musculus RSPGGTSPPNGGLPGPLTATAAPPGP

PAAVSPCLGPAAAAGSGLRRGAESIL
IAASAPPQHQERPGAVAIGSVRGQTT
GKGPPQSPVFEGVYNNSRMLHFLTA
IVVGSTCDVKVKNGTTYEGIFKTLSSK
FELAVDAVHRKASEPAGGPRREDIV
DTMVFKPSDVLLVHFRNVDFNYATK
DKFTDSAIAMNSKVNGEHKEKVLQR
WEGGDSNSDDYDLESDMSNGWDP
NEMFKFNEENYGVKTTYDSSLSSYT
VPLEKDNSEEFRQRELRAAQLAREI
ESSPQYRLRIAMENDDGRTEEEKHS
IAVQRQGSGRESPSLVSREGKYIPLPQ
RVREGPRGGVRCSSSRGGRPGLSSL
PPRGPHHLDNSSPGPGSEARGINGG
PSRMSPKAQRPLRGAKTLSSPSNRP
SGEASVPPTSAVGRMYPPRSPKSAAP
IAPVSASCPEPPIGSAVASSASIPVTSS
IVVDPGAGSISPASPKLSLTPTDVKEL
PTKEPSRNLEAQELARIAGKVPGLQ
NEQKRFQLEELRKFGAQFKLQPSSS
PETGLDPFPSRILKEEAKGKEKEVDG
LLTSDPMGSPVSSKTESILDKEDKVP
MAGVGGTEGPEQLPAPCPSQTGSPP
IVGLIKGDEKEEGPVTEQVKKSTLNP
NAKEFNPTKPLLSVNKSTSTPTSPGP
RTHSTPSIPVLTAGQSGLYSPQYISYI
PQIHMGPAVQAPQMYPYPVSNSVPG
QQGKYRGAKGSLPPQRSDQHQPASA
PPMMQAAAAAAGPPLVAATPYSSYIP
IYNPQQFPGQPAMMQPMAHYPSQPV
FAPMLQSNPRMLTSGSHPQAIVSSS
TPQYPAAEQPTPQALYATVHQSYPH
HATQLHGHQPQPATTPTGSQPQSQ
HAAPSPVQHQAGQAPHLGSGQPQQ
NLYHPGALTGTPPSLPPGPSAQSPQS
SFPQPAAVYAIHPHQQLPHGFTNMA
HVTQAHVQTGVTAAPPPHPGAPHPP
QVMLLHPPQGHGGPPQGAVPPSGV
PALSASTPSPYPYIGHPQGEQPGQAP
GFPGGADDRILCRVGRSHSRRRQGL
IAPGSVLCFPPSSLSCDPAAPLPTASP
IALSDPDCLLT




