UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion em:loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
AOATNINPHS8 [AOAIN9NPH8 _MOUSE [Mus NaN [25.775171 NaN NaN 34678516 MTEVITRAGSWLSRRYPNGCWVAGR |None None None [None None None None None None

musculus

\VRVPVCREARPHTLSDPLYLTYSEM
KRKGMNTKLRLSPSEEAFILKEDYE
RRRKLRLLQVREQERGIAFQIREGIK
QRRSQQVSHLAEELRAKWEEAQSQ
KIQNLEKLYLASLRHMGDGHRQAKE
NEPDLDALSRRAAERKRKAEVRHKE
IALKVQKNQKEMLMKQKTRHIKARK
EAVLVEKQRSAKMARLPPPVPSPFE
NIDVNRIPSLKTNSSTYHHISTFVSR
QMGTKQPDAHLAAEEEARRVERLR
KQAAQERVKQFERAHVRGSQAMKK
THLAQNQERLMEELKQLQKEDLARR
RQTVAQMPPQMLELPYRRSEMKED
RQRELEFAFEDMYNADRKVKGNLIL
HLKPEPLPTISDQLQDEELDLSMEQ
ENQVPLAAKIQQIPSRILFKRLLNKIR
SQKSLWTIKSVSEDEGEVTSSIIEIES
KVPSVDSGAIITEERTAASFEQEQVT
DSDRLTIESGPLSSEDKPLYYKAGTG
REQAMAVSPPATAVAQSSVLLHPQE
EAVRIRMSLRRKQIMEIEEQKQKQL
ELLEQIEQQKLRLETDCFRAQLEEQ
RKQADQPEVCCAPMSHAMISDEDS
HRQMIRNYQHQLLQQNRLHKETVE
TARKRLLEYQTVLKERSPSLSASALV
PDSVVSGPPQQSYKPAAASDSWDPS
QRLKLSPSKYQPVQPSQIPALEQSHI
QVPRHGHITQRQGKMAVSEMLGKQ
PVESQERQWQFSQVETHQGDYEFV
LKDSHSLSRTLSYVRPQTLQDAREV
SKPPRVIICQSLDSQQISSEDSENISS
KPSEPSPFLPLVPERPFTSLPVKFHS
GTIHKPFTTINQSVISQMHDQPLSSS
ETITAQQGDLRFLQEQLELQKKVLQ
IARQEAREKLLLCTQKELGQQTGLPV
FLPSPAGNIFSSLPSASAESGNFQTS
STKSDATVSSDNMDRLWDSSQPISS
QQTHLEFLQEQSSVETDNLQARREA
QEVLFAHTQNTLEKIVRSEQAGSSLP
HQVAQQSFSSLTLADTQSKKIQKQP
LPANKKGLLPSQSEVSKAQDGSSGF
LQQTLPLQNTLKLLQEQLTRQRSMI
PPRRDGQETLLLYKESCSEDSEAGP
VESLSSVVVQHADASRAVSEVPKRL
QDVYSSEEENRVLSSHLITHGFPQH
SLQRQEHFTPLQEETHIQRLILGARK
NNEEFAPKQNELEKGLCSQQTDALS
SPSQVIDWGTSRGSVSVRSDRTDPL
RHFKIPAFRERLVRVSQHTFPLQDN
LQEHQEWVDTEKESFQSSPLTPENP
SSQQTGFSSFKASLRLPSCVSLPSAD
SGITQHPLSTESDSKVKSSHLQIPEL
QHRLSKISQLIPPQQDSLKALQEQLA
TQREAITHSRQEAHEETLREWKEKIF
PEQVGPFSPLIPQHSLASFPVSDTER
IAQELCSTNSDTISSGYPEMLELPDRT
LGLSHTALPQQNNLTAHPEHLHAQT
NFFHSTEKAQEGLVFPRPCQFEEMS
AEHFIQPQHDDLKALQQQLDMQRE
IAIRSGQEMQEKMLLQRLNKLEQRIS
SKQISSSLFSSQVALPIANSDGTLQS
FPTKSNETELLGSQDEYLSFSQPRLP
LONNMTEQLDLEKVFHKELLLHKQ
KSQNKSESSEHSLPPLFLSKEIEHPF
ISLPFAESKSKSICELYLSDKKHAAP
NDAVIPRLQDRLLSCSQPVLTQQDN
MSLQKQLNLQRETLHSRQKAQEEL
LVQRQTSLQQQIQRHRETLKNFFNV
SQARNPTDENDLEMQKREQLGGWF
PHTQGLTWGDAGQGSANGEQPRAD
VHAEHNGESLAKELSGRASKPPVSK
IVKCVLDLNQHELSTIQEVESPASGRI
SMPGKAEFYQDRDPLRVSVSREQSF
LESPLAHDPFGCHQPPAQENSKSHD
DNAEAVKVKKSDVEDHAVLSHAVSK
EEACTNLGPLGKPDDEAETQEISQE




PLSSVTIVSTGSFLSYEITDLSLTDPES
FSEQTEHLEQESTNKQEETDPLSIAV
PSVIYQQQHSLGAHNSLLPMEEEST
SDHTHVQQIMDNDVNEANLIPDKR
DFQVPAVDLDFRELEHIFPHLHRQL
FKPLEPHLDFDLSSPGTSQEDSDFY
QSSESSSEKHVKALSTGTICFPALTA
KSHSPNPRLNQLDINLAHATTEGSE
QSFQQLRPEFSSQESQHADLPSIYSI
EARGPSQRMENQNYSEMLQNKKKS
LSLQPSTEDLTPACSSSDTALFDQLH
LQHSTPCASVSSECSVKLLESREEVL
GFEELSRRAVIMSQRLTEDENVVLP
INPHVGRVEKEASVQGSNPLSIQNE
KPIQNFIETDTTEAVGNVCQLAQAE
HILKSCPFRSPIPIWETDTGYGIMEE
PDLTLVSNSDISITETDLANLTLEDR
EDNEAQFFQAGVVLPTSSMETSVCG
IAVSEPYVDQPTVAPSATSGSLQEAF
MTRQTLTERSYQRQREIWNKTRLPQ
TKVSKEKLPTGCTGS




