IAFVTFESPADAKDAARDMNGKSLD
GKAIKVEQATKPSFESGRRGPPPPPR
SRGPPRGLRGGSGGTRGPPSRGGYM
DDGGYSMNFNMSSSRGPLPVKRGP
PPRSGGPPPKRSTPSGPVRSSSGMG
GRTPVSRGRDSYGGPPRREPLPSRR
DVYLSPRDDGYSTKDNYSSRDYPSS
RDTRDYAPPPRDYTYRDYSHSSSRD
DYPSRGYGDRDGYGRDRDYSDHPSG
GSYRDSYESYGNSRSASPTRGPPPSY
GGSSRYDDYSSSRDGYGGSRDSYSS
SRSDLYSSGRDRVGRQERGLPPSME
RGYPPPRDSYSSSSRGAPRGGGRGG
SRSDRGGGRSRY

UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr"acellular

ID name sites sites reticulum apparatus membrane [region

IAOA2I3BRL8 |AOA2I3BRL8 MOUSE Mus NaN [22.380232 NaN NaN 37507081 MVEADRPGKLFIGGLNTETNEKALE |None None None |None None None None None None
musculus IAVFGKYGRIVEILLMKDRETNKSRGF




