UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
IAOA5A6 TVBK3_HUMAN [Homo T cell 22.903221 S77 NaN 38253038  MGTRLLCWVAFCLLVEELIEAGVVQ [None None None |None None None None None None
sapiens receptor SPRYKIIEKKQPVAFWCNPISGHNTL
beta YWYLQNLGQGPELLIRYENEEAVDD
variable SQLPKDRFSAERLKGVDSTLKIQPAE
11-3 LGDSAVYLCASSL




