UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol \nucleus mitochndrion en(.ioplasmlc golgi extl"acellular
ID mame sites sites reticulum apparatus membrane [region
AOASF8MPD6 [AOASF8MPD6_MOUSE [Mus NaN [22.380232 NaN NaN 37507081 MRSRNQGGESSSNGHVSCPKPSIIS |None None None |None None None None None None

musculus

SDGGKGPSEDAKKNKANRKGEDDV
MASGTVKRHLKPSGESEKKTKKPLE
LSKEDLIQLLSIMEGELQAREDVIHM
LKTEKTKPEVLEAHYGSAEPEKVLRV
LHRDAILAQEKSIGEDVYEKPISELD
RLEEKQKETYRRMLEQLLLAEKCHR
RTVYELENEKHKHTDYMNKSDDFT
NLLEQERERLKKLLEQEKAYQARKE
KENAKRLNKLRDELVKLKSFALMLV
DERQMHIEQLGLQSQKVQDLTQKL
REEEEKLKAITYKSKEDRQKLLKLEV
DFEHKASRFSQEHEEMNAKLANQE
SHNRQLRLKLVGLSQRIEELEETNK
SLQKAEEELQELRDKIAKGECGNSS
LMAEVESLRKRVLEMEGKDEEITKT
EAQCRELKKKLQEEEHHSKELRLEV
EKLQKRMSELEKLEEAFSRSKSECT
QLHLNLEKEKNLTKDLLNELEVVKS
RVKELECSESRLEKVELSLKDDLTKL
KSFTVMLVDERKNMMEKIKQEERK
VDGLNKNFKVEQGKVMDVTEKLIEE
SKKLLKLKSEMEEKVYSLTKERDEL
MGKLRSEEERSCELSCSVDLLKKRL
DGIEEVEREINRGRLCKGSEFTCPED
NKIRELTLEIERLKKRLQQLEVVEGD
LMKTEDEYDQLEQKFRTEQDKANF
LSQQLEEIKHQMAKNKAIEKGEAVS
QEAELRHRFRMEEAKSRDLQAEVQ
ALKEKTHELMNKEDQLSQLQVDYSV
LQQRFMEEETKNKNMGREVLNLTK
ELELSKRYSRALRPSGNGRRMVDVP
VASTGVQTEAVCGDAAEEETPAVFIR
KSFQEENHIMSNLRQVGLKKPMER
SSVLDRYPPAANELTMRKSWIPWM
RKRENGPSAPQEKGPRPNQGTGHP
GELVLAPKQGQPLHIRVTPDHENST
ATLEITSPTSEEFFSSTTVIPTLGNQK
PRITIIPSPNVMSQKPKSADPTLGPE
RAMSPVTITTISREKSPEGGRGAFAD
RPASPIQIMTVSTSAAPPEIAVSPDSQ
EVPMGRTILKVTPEKQTVPTPMRKY
NANANIITTEDNKIHIHLGSQFKRSP
GPAAAEGVSPVITVRPVNVTAEKEVS
TGTVLRSPRNHLSSRPGANKVTSTIT
ITPVTTSSTRGTQSVSGQDGSSQRPT
PTRIPMSKESVIIHQLRVSSR




