
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A5F9DAJ2 A0A5F9DAJ2_RABIT Oryctolagus
cuniculus

Ornithine
aminotransferase

25.759419 NaN NaN 36831567 MFSKLARLQTVAVLRRGVHSSLASA
TSVATKKTVQGPPSSEYIFERESKYG
AHNYHPLPVALERGKGIYVWDVEGR
KYFDFLSAYSAVNQGHCHPKIVNAL
KAQADKLTLTSRAFYNDVLGEYEEY
VTKLFNYHKVLPMNTGVEAGETACK
IARRWGYAVKGIPKYKAKIVFAAGNF
WGRTLSAISSSTDPTSYDGFGPFMP
GFEIIPYNDLPALERALQDPNVAAFM
VEPIQGEAGVVVPDPGYLVGVRELCT
RHQVLFVADEIQTGLARTGRWLAVD
HEDVRPDIVLLGKALSGGLYPVSAVL
CDDEIMLTVKPGEHGSTYGGNPLGC
RVAITALEVLEEENLVENAEKMGAL
LRNELMKLPSDVVTAVRGKGLLNAI
VIRDTKDYDAWKVGAGSGVKVAWR
VNS

None None None None None None None None None


