}JI;I iprotkB Entry name organism [full name loglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi extr_acellular
sites sites reticulum |apparatus membrane region
IAOABM1NOE2 [AOABM1NOE2_DANRE |Danio 2,4-dienoyl- [26.412228 NaN NaN 40044042 MALHKGLIMLKRVFTPNKCCTRLFG [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio CoA NGTNTLYQSGPPHAKFFPVCDGVM

reductase LLPGTFKNKVAFITGGGTGLGKAMT

[(3E)-enoyl- TTLSSLGAECVIASRSLDVLQKTADEI

CoA- SQQTGNKVHAIRCNVRDPASVEAAV

producing], DQLVKDVGLPDVVINNAAGNFISPS

mitochondrial EKLSPNAWKTITEIVLNGNAYVTLDI

GKRLIKAEKGAAFLSITTIYAESGSGF
VVPSAAAKSGVEKLCTSLAAEWSRY
GMRFNVIQPGPIKTKGAFSRLDPAG
IVFEKKILDRVAVGRLGTPGEIANLAA
YLCSDYASWVSGAIIRMDGGEYVSM
IAGEFNDLKQVTKEQWDMMEAMIR
NTKGS




