UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extl_‘acellular
ID name sites sites reticulum apparatus|membrane [region
AOABM1N4I19 [AOA8BM1N4I9 DANRE |Danio Amine |26.412228 NaN NaN 40044042 [MDSLIKYIVILLALISVILNIVLICLNS [NaN NaN NaN NaN NaN NaN NaN NaN None

rerio

oxidase

NKPPKCMSQSQASLNLQDTHSDRS
LVFADLTPEEYKAVRDYMWAQKDLK
ISHSVLAKPSDNFLFLIDLSLPKKAD
IVLRYLDKDGQKPAREASVVVFYGEH
RYLKEYVVSLSGPLTHRDVTEQKYKT
KTLPFTARTVTIGEYAQLFTLLYGVF
QKLETPLRESFGYNLQTNKLLPFEG
MPRGIKAGDRKTWISFFRDFSGMYI
HPVGFEMLINHESSNSSDWTVDKL
LYNGQYFNSIDAFIKRYQAGDLEKIV
'YKKIENFASLKPREKPTGLGPQQYYL
QGKRFSVKNNQVVYLDWNFAFGMS
SLTGMRAFDIRFEGQRIAYELSVQEA
MSVYGSTTPGMILTKFLDSSIGIGRF
IAHELVRGIDCPYGATYVDTHRYIDTN
IVTQRFRNSICVFEHDIGRPLRRHFS
DFFHNSYGGMANSALVIRSITAIGNY
DYIWDFIFYQSGSVEARVHATGYISS
SFLVDGNLKYGHQVAENVLGNIHTH
FISFKVDLDILGEKNIFQTKDMVYEE
VPLPWMPTEKAKIPRLVEQQVKTEK
EAAMLHGAKTPRYLHIASKQTNRW
GHNRSYRLQVLSFAGDPLPESESTE
KSMSWARYKVAITKHKDEEQTSSSL
YSQNYMWKPFVDFSKYIEDNETIDN
EDLVAWVTAGFLHIPHAEDIPNTVTV
GNGGGVLIRPHNYFNEDPSIHSPDG
IVHFIPGSENDCEYNKMACLEKDQCT
STLEPFTYHGFEGVMQFE




