UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
AOABM1N6R0O AOASBM1N6R0_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MRAVVLALTVALVASQQMNLVPEFA |[NaN NaN NaN [NaN NaN NaN NaN NaN None
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HDKTYVYKYEALLLGGLPQEGLARA
GIKVSSKVHLSAMTENTYLMKLMDP
LLYEYAGTWPRDPFVPATKLTSALAA
QLQIPIKFEYANGVVGKVFAPAGVSP
TVMNLYRGILNILQLNLKKTQNIYE
MQEAGAQGVCRTHYVINEDPKTNHI
IVTKSKDLSHCQERIMKDVGLAYTER
CAECTKRVKSLIETATYNYIMKPADN
GALIAEATVEEVYQFSPFNEIHGAAM
MEAKQTLAFVEIEKTPVVPIKADYMP
RGSLQYEFASEILQTPLQLMKIKDAP
AQTVEVLKHLVANNKDMVHDDAPF
KFVQLVQLLRVATLEKIEAIWSQFKD
KPVYRRWLLDALPAVGTPVIIKFIKEK
FLAGEFTTPEFIQTLVIALQMVTADIE
TIQMTASLATHEKFASIPALREVVML
GYGSLIAKHCTAVPTCPAELLRPIHEI
ATEAISKNDIPEITLALKVMGNAGHP
SSLKPIMKLLPGLRTAANALPVKVQV
DAILALRNIAKKEPKLVQPVALQLVL
DRALHPEVRMVACIVLFEAEPSVALI
SSLAGALRTEPNMHVSSFAYSHIKSL
TRITAPDMASVAGAANVAIKLMNCK
LDRLNYRYSRAFHMDYYYTPLMIGA
AGSAYMINDAATILPRAVVAKARAYL
AGAAADVIEFGVRTGGINEALLKSPA
AEESVDRITKIKRTLKALTNWKALPT
DRPLASAYFKVFGQEVAYVNFDKSII
EEAIPMVTGPKPRALLKEALKALQEG
IAFQYAKPLLAAEVRRIFPTAVGVPM
EFSWYTAAVAAASVNVQATITPALPE
KLESMTYEQLKKTDVQFQAEARPSV
ALQTFAVMGVNTAFIQAAVMARGKI
RTIAPGKVAARADILKGNYKVEALPV
ELPEHIASASFETLAVVRNIEDHSAE
RSVPFVPELSLQNSQASYAGDLSSEV
SPDASVRAPAPFDRTLCYAVPYIEIKG
CVEVHSHNAAFIRNSTLFNIIGHHTA
RAAISRAEGPAVERLEFEVQVGPRAA
ERLVKQINIIDDDTPEGQAFLLKLREI
LDTEAKNTPVSSESSSSSRNSRSSSS
SSSSTSTSSSSSSSSSSSSSSLSSSR
MSKTATIIEPFRKFHKDRYLAHHSAT
KDTSSGSAAASFEQMQKKNRFLGN
DIPPVFAIIARAVRADQKLLGYQLAAY
FDKPTARVQLIASSIAENDNMKICAD
GALLSKHKVTGKFSWGAECKQYAVF
AKAEAGVLGEYPAARLEVEWERLPKI
VITYAKKVCKHILNAAYNTGFRFEK
ATNSEKEIELTAALPSQKSLNFIARIP
EITMSKRDIHLPITVPINPDGTFSINE
DFLSWIHKHIMEE




