UniprotkB Entry name organism [full name |oglcnacscore o'glcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(‘ioplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus  membrane [region
AOABM1N6S0(AOABMIN6SO_DANRE Danio DNA- 26.412228 NaN NaN 40044042 MYDQDEDIQYDEDDDEITPDLWQEA [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio directed CWIVISSYFDEKGLVRQQLDSFDEFI

RNA QMSVQRIVEDAPPIDLQAEAQHTSG

polymerase EVEEPPRYLLKFEQIYLSKPTHWERD

subunit GAPSPMMPNEARLRNLTYSAPLYVD

beta ITKTIIKDGEEQQQTQHQKTFIGKIPI

MLRSTYCLLSGLTDRDLCELNECPL
DPGGYFIINGSEKVLIAQEKMATNTV
[YVFAKKDSKYAYTGECRSCLENSSR
PTSTIWVSMMARGGQGVKKSAIGQR
IVSTLPYIRQEVPIIIVFRALGFVSDRD
ILEHIIYDFDDPEMMEMVKPSLDEA
FVIQEQNVALNFIGSRGAKPGVTKER
RIKYAKEVLQKEVLPHVGVSDFCETK
KAYFLGYMVHRLLLAALGRRELDDR
DHYGNKRLDLAGPLLAFLFRGMFK
NLLKEIRIYAQKFIDRGKDFNLELAIK
TRIISDGLKYSLATGNWGDVKKAHQ
IARAGVSQVLNRLTFASTLSHLRRVN
SPIGRDGKLAKPRQLHNTLWGMVC
PAETPEGHAVGLVKNLALMAYISVG
SQPSPILEFLEEWSMENLEEISPAAI
IADATKIFVNGCWVGIHKDPEQLMNT
LRKLRRQMDIIVSEVSMIRDIREREI
RIYTDAGRICRPLLIVEKQKLLLKRRH
IDQLKEREYNNYSWQDLVASGVVEY
IDTLEEETVMLAMTPDDLQEKGVAY
CSTYTHCEIHPSMILGVCASIIPFPDH
NQSPRNTYQSAMGKQAMGVYITNF
HVRMDTLAHVLYYPQKPLVITRSME
[YLRFRELPAGINSIVAIASYTGYNQED
SVIMNRSAVDRGFFRSVFYRSYKEQ
ESKKGFDQEEIFEKPTRETCQGMRH
IATYDKLDDDGLIAPGVRVSGEDVIIGK
TVTLPENDDELDSTNRRYTKRDCST
FLRTSETGIVDQVMVTLNQEGYKFC
KIRVRSVRIPQIGDKFASRHGQKGTC
GIQYRQEDMPFTCEGITPDIIINPHAI
PSRMTVGHLIECLQGKVSANKGEIG
DATPFNDAVNVQKVSNLLSEYGYHL
RGNEVLYNGFTGRKLTSQIFVGPTYY
QRLKHMVDDKIHSRARGPVQILNRQ
PMEGRSRDGGLRFGEMERDCQIAH
GAAQFLKERLFEASDPYQVHVCNLC
GLMAIANTRTHTYECRGCRNKTQIS
LVRMPYACKLLFQELMSMSIAPRM
MTS




