UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus jmitochndrion em?oplasmlc golgi u extr‘acellular
ID name sites sites reticulum apparatus membrane [region
IAOABM1N7Z8 |AOABM1N7Z8 DANRE [Danio Tubulin|26.412228 NaN NaN 40044042 MGEVSTPSQLKKGKGSLLSQIQITRA |NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio beta KMREIVHLQAGQCGNQIGAKFWEVI
chain SDEHGIDPTGTYHGDSDLQLDRINV

YYNEASGGKYVPRAVLVDLEPGTMD
SVRSGPFGQVFRPDNFVFGQSGAGN
NWAKGHYTEGAELVDSVLDVVRKE
AESCDCLQGFQLTHSLGGGTGSGM
GTLLISKIREEYPDRIMNTFSVVPSPK
VSDTVVEPYNATLSVHQLVENTDET
YCIDNEALYDICFRTLKLTTPSYGDL
NHLVSATMSGVTTCLRFPGQLNADL
RKLAVNMVPFPRLHFFMPGFAPLTS
RGSQQYRSLTVPELTQQMFDAKNM
MAACDPRHGRYLTVAAIFRGRMSM
KEVDEQMLNVQNKNSSYFVEWIPN
NVKTAVCDIPPRGLKMAATFIGNSTA
IQELFKRISEQFTAMFRRKAFLHWY
TGEGMDEMEFTEAESNMNDLVSEY
QQYQDATAEEEGEFEEEGEEELA




