UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
AOABM1NAN4 |JAOASBM1NAN4 DANRE [Danio NaN [26.412228 NaN NaN 40044042 MRAVVLALTVALVASQQMNLVPEFA [NaN NaN NaN NaN NaN NaN NaN NaN None
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HDKTYKYKYEALLLGGLPQEGLARA
GIKVSSKVLLSAVTENTYLMKLMDP
LLYEYAGTWPKDSFVPATKLTSALAA
QLQIPIKFEYANGVVGKVFAPAGVSP
TVMNLHRGILNILQLNLKKTQNIYEL
QEAGAQGVCRTHYVINEDPKTNHIIV
TKSKDLSHCQERIMKDVGLAYTERC
AECTKRVKSLIETATYNYIMKPADNG
ALIAEATVEEVYQFSPFNEIHGAAM
MEAKQTLAFVEIEKTPVVPFKADYM
HRGSLQYEFATEILQTPIQLMKISDA
PAQIVEVLKHLVANNKDMVHDDAPL
KFVQLVQLLRVATLEKIEAIWSQFKD
KPVYRRWLLDALPAVGTPVIIKFIKEK
FLAGEFTTPEFIQTLVIALQRVSADLE
TIQMTASLAMHEKFSTVPALREVAM
LGYGSLIARHCIAVPTCPAELLRPIHE
IATEAVSKNDIPEITLALKVMGNAGH
PSSLKPIMKLLPGLRTAANALPVRVQ
'VDAILALRNIAKKEPKLVQPIALQLVL
DRALHPEVRMVACIVLFEAEPSVALI
SSLAGALRTEPNMHVASFAYSHIKS
LTRITAPDMAYVAGAANVAIKLMNC
KLDRLNYRYSRAFKMDYYYTPLMIG
AAGSAYMINDAATILPRAVVAKARAY
LAGAAADVVEFGVRTGGIHEALLKSP
AADESVDRITKIKRTLRALTNWKALP
TDKPLASAYVKVFGQEVAYVNFDKTI
IEEAIPMVTGPKPRALLKEALKALQE
GIAFQYAKPLLAAEVRRILPTAVGVP
MEFSWYTAAVAAASVNVQATVTPAL
PEKLESMTYEQLKKTDVQFQAEARP
SVALQTFAVMGVNTAFIQAAVMARG
KIRTIAPGKVAARADILKGNYKVEALP
VDLPEHIASASFETLAVVRNIEDHSA
ERSVPFVPELSLQNSQASYAGDLSSE
'VSPDASVRAPAPFDRTLCYAVPYIEIK
GCVEVHSHNAAFIRNSTLFYIIGHHT
ARAAVSRAEGPAVERLEFEVQVGPR
AAERLLKQINIIDDDTPEGQAFLLKL
REILDTEAKNAPVSSESSSSSSRNSR
STSSSSTSTSSSGSSSSSSSSSSSMS
SSRMSKTATIMEPFRKFHKDRYLAP
HSATKDTSSGSAAASFEQMQKKNR
FLGNDIPPVFAIIARAVRADQKLLGY
QLAAYFDKPTARVQLIASSIAENDN
MKICADGALLSKHKVTAKFSWGAEC
KQYAVFAKAEAGVLGEYPAARLEVE
'WERLPKIASTYAKKVSKYILNAAYDT
GFRFERATNSEKEIELTAALPSQKSL
NVIARIPEITMSRRDIYLPVTVPINPD
GTFTIDKDFLSWIHKYINED




