}J];I iprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion enc'loplasmlc golgi plasma extl.'acellular
name sites sites reticulum apparatus [membrane [region
IAOABM1NE33|A0AS8M1NE33 DANRE |Danio Heat 26.412228 NaN NaN 40044042 MAKGLSIGIDLGTTYSCVGVFQHGK [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio shock VEIIANDQGNRTTPSYVAFTDTERLI
cognate GDAAKNQVAMNPNNTIFDAKRLIGR
71 kDa KFDDQVVQSDMKLWPFKVISEDGKP
protein KVQVEYKGENKTFYPEEISSMVLVK

MREIAEAYLGHRVNNAVITVPAYFN
DSQRQATKDAGVIAGLNVLRIINEPT
IAAATAYGLDKGRKGERNVLIFDLGGG
TFDVSILTIEDGIFEVKATAGDTHLG
GEDFDNRMVKHFVEEFKRKHKKDI
SQNKRAVRRLRTACERAKRTLSSSS
QASIEIDSLFEGIDFYTSITRARFEEL
NAELFRGTLDPVEKALRDAKMDKSQ
IQDIVLVGGSTRIPKIQKLLQDFFNG
RDLNKSINPDEAVAYGAAVQAAILM
GDTSENVQDLLLLDVAPLSLGIETAG
GVMTALIKRNTTIPTKQTQIFSTYSD
NQPGVLIQVFEGERAMTKDNNLLG
KFDLTGIPPAPRGVPQIEVTFDIDAN
GILNVSAADKSTGKENKITITNDKGR
LSKEDIERMVQDAEKYKAEDEVQRE
KIAAKNALESYAFSMKNTVEDENLR
GKISEQDKKKIIDKCTEVVSWLENN
QLAEKEEYEHHQKELESVCNPIISRL
'YQGGAPPAGGCGFQAQPESSQGPTI
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