UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID mame sites sites reticulum apparatus membrane [region
AOABM1NG90(AOABMINGI0 DANRE [Danio NaN [26.412228 NaN NaN 40044042 MLSGVLHKPPAMRAVVLALTVALVA |NaN NaN NaN [NaN NaN NaN NaN NaN None
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SQQFNLVPEFAHDKTYVYKYEALLL
GGLPQEGLARAGIKVSSKVRLSAMT
ENTYLMKLMDPLLYEYAGTWPKDSF
IVPATKLTSALAAQLQIPIKFEYANGV
'VGKVFAPAGVSPTVMNLHRGILNIL
QLNLKKTQNIYELQEAGAQGVCRTH
YVINEDPKTNHIIVTKSKDLSHCQER
IMKDVGLAYTERCAECTKRVKSLIET
IATYNYIMKPADNGALIAEATVEEVYQ
FSPFNEIHGAAMMEAKQTLAFVEIE
KTPVVPIKADYMPRGSLQYEFASEIL
QTPIQLMKIKDAPAQIVEVLKHLVEN
NKDMVHDDAPFKFVQLVQLLRVVT
LDKIEAIWSQFKDKPVYRRWLLDALP
IAVGTPVIIKFIKEKFLAGEFTTPEFIQ
TLVIALQMVTADLETIQMTASLAMH
EKFVSIPALREVVMLGYGSLIAKHCV
IAVPTCPAELLRPIHETATEAISKNDIP
EITLALKVMGNAGHPSSLKPIMKLLP
GLRTAANALPVRVQVDAILALRNIAK
KEPKLVQPVALQLVLDRALHPEVRM
\VACIVLFETEPSVALISSLAGALRTEP
NMHVASFAYSHIKSLTRITAPDMAY
IVAGAANVAIKLMNCKLDRLNYRYSR
IAFQMDYYYTPLMIGAAGSAYMINDA
IATILPRAVVAKARTYLAGAAADVVEF
GVRTGGINEALLKSPAADESVDRITK
IKRTLKALTNWKALPTDKPLASAYVK
VFGQEVAYVNFDKTIIEEAIPMVTGP
KPRALLKEALKALQEGVAFQYAKPLL
IAAEVRRILPTAVGVPMEFSWYTAAV
IAAASVNVQATITPALPEKLESMTYEQ
LKKTDVQFQAEARPSVALQTFAVMG
IVNTAFIQAAVMARGKIRTIAPGKVAA
RADILKGNYKVEALPVDLPEHIASAS
FETHAVVRNIEDHSAERSVPLVPQLS
LONSQTSNANDWSSEMSPDVSVKA
PAPFDRTLCYAVPYIEIKGCVEVHSH
NAAFIRNSTLFYIIGQHSAHVAVARA
EGPAVERLEFEVQVGPRAAERLVKQI
NIIDDDTPEGQAFLLKLREILDTEAK
NAPVSSESSSSSRNSRSISSSSSNSN
SNSSSSSSSSSSSSSSSSSSMSSSRM
SKTATIMEPFRKFHKDRYLAAHSAT
KDTSSGSAAASFEQMQKKNRFLGN
DIPPVFAIIARAVRADQKLLGYQLAAY
FDKPTARVQLIASSIAENDNMKICAD
GALLSKHKVTAKFSWGAECKQYAVF
IAKAEAGVLGEYPAARLEVEWERLPKI
IVTTYAKKLSKCILNAAYDTGFRFEKA
TNSEKEIELTAALPSQRSLNVIARIPE
ITMSKRDIYLPVTVPINPDGTFSINED
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