UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion en(?oplasmlc golgi E extl.'acellular
ID name sites sites reticulum apparatus membrane region
IAOABM1P3F9|A0A8BM1P3F9 DANRE [Danio RNA 26.412228 NaN NaN 40044042 MADIKNFLYAWCGKKKLTPNYDIRA (NaN NaN NaN NaN NaN NaN NaN NaN None

rerio

helicase

AGNKNRQKFMCEVRVESYSYIGMG
NSTNKKDAQSNAARDFVNYLVRTKE
ISPGEVPALGVSVPDGPSEGGNDDG
GGFGNLPSNCPLPPHLAVKKELESC
EGSAPVPGVTGLGYSGRNNAPWER
GANLQEYYSKKEEQDAKATYESEEV
DLNAGLHGNWTLDNAKARLNQFFQ
KEKNQTDYKYSQVGPDHNRSFIAEM
TIFVRQLGRRVTAREHGSTKKLAAQS
CALSLVRQLYHLGVIEAYTGQTKKKE
GESVDVYPVNVNDDVQHQLYSVVQ
ELGIHIPPPPQDPNSPVSLVQGKLAH
FEPSQRQSMAGVVPWSPPQVNWNP
WTSSNIDEGPLAFCTPEQISNDLLN
ELNYQLEQDQNLQTILTERSQLPVK
NFQEQIMSTIYNNPVVIIRGATGCGK
TTQVPQYILDEFIKGGRASDCNIVVT
QPRRISAVSVAERVSFERGEDVGKS
CGYSVRFESFLPRPHASILFCTVGVL
LRKLESGIRGISHVIVDEIHERDINTD
FLLVVLRDVVQAYPDVRVILMSATID
TTMFKEYFFNCPVIEVHGRAHPVQE
YFLEDCIQMTQFVPPPMDRKRKDKD
DEGGDEDVNCNVICGSEYSPETKRA
MSQLNEKETSFELIEALLKYIETLEV
PGAVLVFLPGWNLIYSMQKHLEMN
PHFGGHQYRILPLHSQIPREEQRRVF
EPVPDGVTKVILSTNIAETSITINDVV
FVLDSCKQKVKLFTSHNNMTNYAT
VWASKTNLEQRKGRAGRVRPGFCF
HLCSRARFEKLETHMTPEIFRTPLH
EVALSIKLLRLGGIGNFLSKAIEPPPL
DAVIEAEHTLRELDALDSNDELTPLG
RILAKLPIEPRLGKMMIMGCIFNVGD
AVCTISAATCFPEPFISEGKRLGFVH
RNFAGSRFSDHVALLSVFQAWDEV
RVGGEDAEIRFCEHKRLNMPTLRM
TWEAKVQLKEILVNVGFPEECLLNQ
VFNNVGPDNNLDLVISLLTFGSYPN
VCYHKEKRKILTTEGRNALIHKSSVN
CPFSNHDLKYPSPFFVFGEKIRTRAI
SAKSMTLVSPLQLILFGSKKITSNGE
VVELDDWIKLQIPHDVAAGVAGLRA
GLEALVVEVTKDPEYIRNLDPLNERL
LNVIRLVSRPSSAGINLMASNPRFG
DGPRPPKMARTDFGGGGDFRGGGG
YRGGGGYRGGGGGYRGGGGYQGGG
GGYRGGGGGGYRGYGGGGGYRGSG
GYRGSSGGGGYGGGGRGFRGGGGG
GGGGWGGNRGGY




