UniprotkB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus jmitochndrion enl:lOplaSmlC golgi u extr‘acellular
ID name sites sites reticulum apparatus  membrane region
IAOABM1P526 [AOA8BM1P526 DANRE |Danio ATP 26.412228 NaN NaN 40044042 MFARTSAAVFLPQCGQVRNMATLK [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio synthase DITIRLKSIKNIQKITKSMKMVAAAKY
subunit SRAERSLKPARVYGTGALALYEKAEI
gamma KAPEDKNKHLIIGVSSDRGLCGAIHS

SVAKAIKSEIGKLSGAGKEVMVVNIG
DKLRALLYRTHGKHILLNCKEVGRK

PPTFTDASIIATELLNSGYEFDQGSIV
IYNRFRSVISYKTDEKPLYSMDTVASS
ENMGIYDDIDADVLRNYQEFALVNII
YFGLKESTTSEQSARMTAMDSASKN
IASEMIDKLTLTFNRTRQAVITKELIEI
ISGAAALD




