UniprotkB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
AOABM1PSG8 |AOABM1PSG8_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MSSGQFAPQNGAGDSFANGPSQNA |[NaN NaN NaN  [NaN NaN NaN NaN NaN None
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VYPLNPGFMAPPLQPGYISSVPAKGL
PAGPQSCYNTHRHQPSPVGTHSPLP
ASPNHRPVLPGPPQASPTPPPHANS
HYQHTQQPSSWSSTAAVFQSTAAPP
ALNVMAPHQTFGPPPAAMRGTPPLT
VPPPTVAPPPFAAAPPPSTIAPPPFAA
APPPSTIAPPPFAAAPPPSTIAPPPFVA
APPPSTIAPPPFAGAPPTSTVLPPPRA
GVPPPSASAAVPPPPTGAHSDAGPY
HLGQMSRPVGSGYPSLQPGYSTAQG
YTPPVGQIQHPPGQIQPSSMGQIHPT
AQIPPPSAGQFHPAGQIPPSAQQAGL
SPSLAALSLQSHTPEALRVLNLLQER
NLLPHTAVTPPLPCLPQDLQRMNCS
PEVFRCTLTSIPQTQALLNKAKLPLG
LLLHPFKDLSQLPVVTSSNIVRCRSC
RTYINPFVTFVGPTRWKCNLCHRIN
EVPEEFMYNPVSKSYGAPHKRPEVQ
NATIEFIAPSEYMLRPPQPAVYLFVL
DVSHNAVETGYLDAVCRSLLDNLSS
LPGDARTKIGFITFDSTIHFYSLQEGL
SRPQMLIVSDIDDVFLPTQDGLLVNL
NECKELVQDLLSSLPQMWRQTMET
HSALGPALQAAFKLLSATGGRISLFQ
TQLPTLGIGALKPREQPSTKTQAKDI
QHLSPATDFYKKLALDCSGQHVAVD
LFLLSAQYCDLSSLGCISRYSAGSVF
YYPSYHTLHNPAQAERFQKDLKRYL
TRKIGFEAVMRIRCTKGLSIHTFHGN
FFVRSTDLLSLANVNPDAGFAVQMN
IEENLLDLQTVSFQAALLYTSSKGER
RIRVHTLCLPVVNSLSDIFAGADVQA
ITALLASMAVDRSVTASVSDARDALV
NAAVDMLSSYRSSVLTVPQPGLLAP
ACLRLFPLYILALLKHKAFGTSSATR
LDERMFCMCQLKQQPLAYAMLSIH
PSLYRVDDLTDEGALNVNDCTIPQP
RVQQLSVEKLSRDAAFLMDCGSVLY
LWIGRNCNPAFLTQVLGVDGYANIP
LNMTQLPELDTAESCRMRAFVDWL
RERRPFHPLLHVIRDESPLKAEFLQL
MIEDRSESALSYYEFLLHLQQQSSK




