
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M1QHN7 A0A8M1QHN7_DANRE Danio
rerio

NaN 26.412228 NaN NaN 40044042 MFKKKEYSPAKAGQAQVNDLLSLVT
RLQQSADQVEKNILLADKLLEEDLE
NERRGSPLRQQGPAAENLSQAEML
LKDLFMDVSKVKKLQHPQASIIERD
VSNLHDRWSKYCGTYRHLYGQLHE
LYLPPGVDWSKLMSDKQKLLQDEAY
GPTLTDVEKQIAQHNILHKQIEEYHR
ALEDSGDNSSALQKQYAALLASSAG
RRAHLSSLYELMQACSRELQYLSEQ
QQKIISRDWSDRIIDSAGVRMENER
FKNNGLLTHEREVSKLQEEANALIQ
DKHPGAAAVKSYSADVTREWKQFLS
LCLCQDTHLDNVEEYKKYQLNLETF
TESLNRIKSTTEPSALRNMSNPEILL
QLEAEERSMLRNEQRLADLRELSSS
IAPLHLRRSTTGRSISAVALCDWTTD
KDSVKRGEKVTLVSSPREQMWEVSS
SSGGTKLIPGACFMIPPPDSAAIDKV
DSLSRDFSDLKRTRSALQAQAKTPNI
EVVQFVKQVAVATVPDSAKASVIDSR
LDQIYSDLLKLEKDMQNRIRTPLDRS
APVGDLSARIKDQESFALVLKNLEAE
KASAQRDMQPLISQKPLGPTTSSLPL
KLSKVNNKIDDISALSDLYHKKATSA
MFLEKQIRMVDGVLTDFEDQLCADS
GLLDEDNAIRNHSRQLQQLSKDVAS
RKGDIQQLNGELEATEQTCSSLQKS
FQEFCPDIRHQESQVKRLRNRYSNI
NSQLQQRATLLKEAVSKYQEFQSVN
QSLTAFLINMPNNKVQPGESMTQVY
AKQNSQMRAVEDIKRKQDDVNRIVK
LSEELQGVLNEYEVNSNKYRSALGK
PEINSKGLDHLTLAEFVKKKEKDVV
NLYSEVSAENNQLLNQLYLAKDLIY
KNEEIVNHVVVKQQLQMQSQQREM
EEVDGLKQELFEEISRRTHAENDLF
AQRKRLVSLKSRRGVERVEEKETVH
YYRDPKIEADLEVLKKRIADEIYKRSE
MQSEIEIFKQKIVSRERDVVEVKPRL
VTKVVTEIERDPKLDVEAARIRELILK
LKEEIRVLESNSVNIRTEVTVLENKK
PVIKERVILKEVVRLEKDPEMLKTVM
SFKSEISDESIRCKNLNDEIFVIRSQI
NNLERIIPTIQPKTIIKEVKRVEQDAD
LLQESRTLRVTLEELIQEYSILMKEIS
SLQVRYSQVETIRQKIEFNEIIHEIYRI
DPETERELRRLRNELIEIGKRRTSIES
EISLIMVDLKTLRAEKPKVELKEVTR
EVVKEERSPEIIREIKRLNEQLTILRT
NYDSTTSRVFRLRKDRDEWKAERSK
VETKVVTKELIRYENDPLLEKEAERL
RKEVREEIQCRRTVEENVFDLQNKYI
VLERQKPEERVVVQEIVRLQTDPSQI
QTHERLVRTLEETIKVRRQLELEVQ
QMRSVILELEKKLELVDRQKKVMVE
TELRQIKARIYELENCPKPVEEKIVIE
EVLKVERDSKVDKLITGLRTEIDNEG
ASISRLEREIRNLRIRIESLTKEKSVE
RIIHKEVIRVEKDQAVEAERESLLTQ
VSQVKSTRTLKDEELLRLKNKITRIQ
TTRTNFSQEETTLIANRDRIKREQNE
LLQELKRLETQKQEISITFQQQTKLL
SERNQLSRQKSIKMESEIQRLEREIL
EVKELINVREKTLIELQKEAKSVQNT
ETNTRETNVSTKITILDPETGKDMSP
YDAYLEGLIDRNQYIHLQELECSWE
EITTTGPDGEVTLLQDRKSGKQYSIK
TALQNGRLTQYDLQRYRDGKMTISE
FALLVAGEKKSTVFPPSSVTQTTSLQ
TNSSYSPSTLTRRTSYSSNGNLNSL
NTSGDELYPISGILDITTESRMSVRS
ALTRKLIDQDTAMRLLEAQAATGGIV
DLNKKDKLSVHKAAERGLIDSSQLH
KLLSAQKAFTGFEDPVSKERMSVAE
AARRGWIPNDSAIWFMEAQLLTGGL
VDPNRAGRIGLQNAIDAKLIDTSMAK
QLQDDLALVKNVVDPVKKDKITYKE

NaN NaN NaN NaN NaN NaN NaN NaN None



AMARCKRDHSTGLLLFPAASTDTVD
APSYSSYKFTKK


