UniprotkB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion em!op lasmic golgi plasma extl_"acellular
ID name sites sites reticulum apparatus membrane [region
AOABM1QLT2 |AOABM1QLT2_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MALNVSCCWKGLLLIFFLLVCVNGK |[NaN NaN NaN [NaN NaN NaN NaN NaN None
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TARPSFMVMFPIVIESGSEAKLCASL
LNPNESLVMNIYLNDGNQSTLLLQE
KAEQEFHRCFNFKAPLAKAETVQKI
KVELQGKSFEMTEERKVMFKSYDPL
TFIQTDKPIYIPGQTVNFRIVTLDKNF
IAPLDQQYSSVVLEDSQDNRIGQWTN
IVSSTRWILQRSYELNPECREGTYKLK
TFIGEMEVLHYFKVKKYVLPKFEVTV
KKPNKVSVDEEELSIEVCAKYTYGQP
IVPGKSWVKVCRNSVPYFHTKDFNPL
CSEETTEITKTGCAIHNFGVSVFLNS
TLKERLKDSLHVEAVVTEEGTEITMA
KSESVPLTYEIGKVKVIDLPNTYEHG
SVIEGKIKLFDFKDAPIPNKEVYLLEG
ENWSSKLLLNLTTDSDGLASFSLNT
SSLSKKDISLIANVYPDTRFRQYKTPY
FSRDKKTVKLFQTATPYSPTFSKLIIE
NIEQPIKCGTEITATVKYYFVGETVED
FNTDIVYIVLSKGVIVHHGYEKVEVK
SSNGVASGTMSFELSVGADVAPVVR
ILAYCVLPSENITAASKSLDIEKCFGN
KVSLQFSPAKAVPGEKNTLQLSAQP
GSLCGLSAVDQSVLILESGKRLDADK
IFSLLPFQYVYYPYSAEDEQPCLPVRP
RRSVLTDNVYNSLKSVGLKMASNLA
IVRVPECLSFRGLTYHRFRDIVMYHT
SGRVGLGSSIESSTFDNSAVTIRTIFP
ETWIWDLAEVGDSGSTEVPVTVPDTI
TTWETEAFCLSSTGLGLAPPAQLTVF
QPFFLELSLPYSIIRGEIFELKATVFN
'YLSKCIMVKVSPAPSSDYTLKASSDD
QYSSCLCANGRQTFKWILTPSVLGV
IVNVTVSAEAEASQTVCDNEIVSVPE
RGRIDIVTRSLLVQAEGIEKTETNSW
LLCPKGDSLSENVDLTVPKDVIEGSA
KSSVSVIGDILGRALQNLHGLLRMPY
GCGEQNMAVLSPNIYILQYLENTKQ
LTSAIREKASSFLKSGYQRQLNYKHF
DGAYSTFGYGDGNTWLTAFVLRSFG
KAQKYTFIDPQIIQSAKDWLISRRDS
DGCFIQQGRLFNNRMKGGVTDNVT
MTAYITASLLELETPVTDPVVTKGLS
CLRSVIEDVKNTYTTALLAYTFSLAR
DTNTRQQLFSKLEDLAISDGPLVHW
SQSASADDSASLDVEISSYVLLAVLT
IADSLTTADLGFANRIVSWLVKQQNA
[YGGFSSTQDTVVALQALSLYATKVFS
SDGSSTVTVQSAGDSHHFDVNQDN
KLLYQEKQLANVPGKYSIEVKGSACV
SVQMAQFYNIPTPTEAKTLSIDAEVE
GDCKKTFGQNLMLNVTVTYDGPQN
RTNMVIVDIKLLSGFTADTSMLKTQ
RQSFDSLDFFGHAPVERIDSKDDHV
LVYLEEVLKEDPVNLQIGLNQIIQVK
NLKPAVIKVYDYYQTSDQSEMEYSS
HCE




