
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M1QUS6 A0A8M1QUS6_DANRE Danio
rerio

Myosin-
9

26.412228 NaN NaN 40044042 MSDVDKFLYVDRNLVNNPLAQADW
ATKKLVWVPSERLGFEAGSLKEEHG
DEVVVELADSGKKIRVNKDDIQKMN
PPKFSKVEDMAELTCLNEASVLHNL
KERYYSGLIYTYSGLFCVVINPYKNLP
IYSEEIVDMYKGKKRHEMPPHIYAIT
DTAYRSMMQDREDQSILCTGESGA
GKTENTKKVIQYLAHVASSHKTKKD
QSSSVLSHGELEKQLLQANPILEAFG
NAKTVKNDNSSRFGKFIRINFDVNG
YIVGANIETYLLEKSRAIRQAKEERTF
HMFYYMLTGVGDKLRSELCLEGYN
KYRFLSNGNVTIPGQQDRDMYVETV
EAMRIMGFSEEEHVGLLRVISSVLQ
LGNMSFKKERHSDQASMPDDTAAQ
KVCHLMGMNVTDFTRAILSPRIKVG
RDYVQKAQTQEQAEFAVEALAKATY
ERMFRWLVMRINKALDKTKRQGAS
FIGILDIAGFEIFELNSFEQLCINYTN
EKLQQLFNHTMFILEQEEYQREGIE
WSFIDFGLDLQPCIDLIEKPASPPGIL
ALLDEECWFPKATDKSFVEKVLQEQ
GTHPKFHKPKKLKDEADFCIIHYAGK
VDYKADEWLMKNMDPLNDNVATLL
NQSTDRFVSELWKDVDRIVGLDKVA
GMSELPGAFKTRKGMFRTVGQLYK
EQLSKLMATLRNTNPNFVRCIIPNH
EKKAGKLDPHLVLDQLRCNGVLEGI
RICRQGFPNRIVFQEFRQRYEILTPN
SIPKGFMDGKQACMLMIRALELDPN
LYRIGQSKVFFRAGVLAHLEEERDM
KITDVIINFQAWCRGYVARKAFAKRQ
QQLTAMRVIQRNCAAYLKLRNWQW
WRLFTKVKPLLQVSRQEEEMQAKE
EELSKVREKQQVAEQQLVEMEVKQ
QQLNAEKMALQEQLQAEMDLCAEA
DEMRNRLVAKKQELEEILHDLEARV
EEEEERANHLQAEKKKMQQNIADL
EQQLDEEEAARQKLQLEKVTMEAKL
KKTEEEVMVLDDQNNKLSKEKKLM
EERIAEFTTNLAEEEEKSKSLQKLKN
KHEAMITDLEDRLRREEKQRQELEK
NRRKLEGDSTELHDQIAELQAQIAEL
KAQLAKKEEELQEALARIEEEAAQK
NLAQKKIRELESQLSELQEDLELERA
ARTKAEKHRRDLGEELEALKTELED
TLDSTAAQQELRTKRETEVAQLKKA
LEEDAKVHEQVMAEIRQKHSQAFD
ELNEQLEQVKRNKVSVEKSKQALES
ERNELQIELQTLMQGKGESEHRRKK
AEAQLQELQVKHTESERQRIELAER
LTKMQAELDNVNTLLSDAEGKSIKA
SKDCSTVESQLQDVQEVLQEETRQK
LALNTRLRQLEDEQHSLREQLEEEE
EAKRNLEKQIGTMQAQLVDMKKKM
EQESGSLECAEESRKRVQRDLEAVS
QRLDERNAAFDKLDKTKTRLQQELD
DMLVDQDHLRQIVSNLEKKQKKFD
QMLAEEKSISARYAEERDRAEAEAR
EKETRMLALARELETLTDMKEELDR
TNKLLRAEMEDLVSSKDDVGKSVH
DLEKSKRAMEQQLEEMKTQLEELE
DELQATEDAKLRLEVNMQAMKAQY
ERDLQGRDELGEEKKRQLLKQVRE
MEMELEDERKQRTLAMAARKKMEL
DLKELEAAIDQANKNRDEALKQLKK
VQAQMKDLLRELEDTRLSREEILAQ
SKENEKKVKSMEAEMIQMQEVQCV
CVAV

NaN NaN NaN NaN NaN NaN NaN NaN None


