UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
AOASBM2B227 |AOA8M2B227_DANRE [Danio NaN [26.412228 NaN NaN 40044042 \MFSFVDIRLGLLLAAVVLAVRGQGE |NaN NaN NaN [NaN NaN NaN NaN NaN None
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DDISFGSCTLEGQNYNDKDVWKPEP
CQICVCDSGTVMCDEVICEDTSDCA
NPEIPDGECCPICPDEVTAAPEPPYV
DTVGPAGPRGDPGPVGPPGRDGTPG
ENGLPGPPGPPGTSGLGGGSFLSQM
IAYGSEKSSGPPQPGPPGPMGPRGPP
GPAGSPGPQGFTGPPGEPGEPGAPG
PMGSRGPPGPPGKNGEDGEAGKAG
RPGERGAAGPQGARGFPGTPGLPGI
KGHRGFPGLDGAKGDAGIAGPKGEA
GSPGEAGTPGAMGARGLPGERGRP
GPPGPSGARGNDGNTGAAGPPGPTG
PAGPPGFPGGAGAKGETGAAGGRGS
EGPQGPRGEPGNPGPAGAAGPAGGP
GSDGTPGGKGSPGAAGIAGAPGFPG
IARGPPGPAGPNGAPGPKGNNGDPG
LQGPKGDAGPKGEPGPVGPQGLAG
NAGEEGKRGARGEPGAAGPVGPPGA
RGAPGNRGLPGSDGAPGPLGAPGER
GANGPMGAQGASGESGRPGEPGLP
GSKGMTGAPGSPGPDGKAGPSGAP
GQDGRPGPPGPAGSRGAPGVMGEFP
GPKGTDGESGKPGERGLAGPTGPLG
IAPGKDGDIGSPGAPGPAGPAGEKGE
QGSAGPSGFQGLPGAQGATGETGKP
GEQGLPGEAGPSGPSGPRGDRGFPG
ERGAPGPGGPTGPRGAPGSPGNDGA
KGEPGAAGANGGVGPAGMQGMPG
ERGAGGMPGARGDRGDGGPKGPDG
APGKDGVRGMTGPIGPPGPSGAPGD
KGEPGAVGPPGLTGPRGGPGERGEV
GAPGPAGFAGPPGGNGQPGAKGET
GDSGPKGDAGAPGPAGPVGASGPQG
PAGATGPKGARGGAGPPGATGFPGA
IAGRVGPPGPSGASGPPGPTGPAGKE
GQRGARGEKGPAGRPGEAGAAGPP
GPSGERGSPGPDGPLGLAGAPGPPG
IVIGSRGIVGLPGQRGERGFGGLAGPS
GEPGKQGPSGPVGERGPPGPMGPP
GLSGAPGEAGREGNPGHDGVSGRD
GPPGPKGDRGESGNSGPPGAPGAPG
APGPIGPSGKTGDRGEAGPAGPAGP
SGPAGARGALGPAGPRGDRGEAGEA
GERGMKGHRGLSGMPGVPGPPGTS
GEQGPAGATGPAGPRGPAGSNGSPG
KDGMNGVPGPVGPPGPRGRSGEMG
PAGAPGLPGPPGPPGSAGPGEPFLP
MPQQEKGPDPLRGGYRADDASVRD
RDSEVDTSLKSLSQKIENIRSPEGTQ
IANPARMCRDLRMCHPEWKSGSYW
IVDPNQGSPLDAIKVFCNMETGETCV
SPYHSDIPRKNWYTSKNIREKKHVW
FGESMPNGFQFQYGSDGSDPEDVNI
QLTFMRLMSNQGSQNITYHCKNSIA
YMDETSGNLKKALLLQGSNDIEIRA
EGNSRFTYRVSEDGCTSHTGTWGKT
IVIDYKTTKTSRLPIIDIAPMDIGAPDQ
EFGVEVGPVCFL




