UniprotKB Entry name organism full loglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular lextracellular (cytosol nucleus jmitochndrion en(.lop lasmic golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
AOABM2B3S2 |A0A8M2B3S2_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MDIYDPQTLGIVVFGGFMVFSAIGIA [NaN NaN NaN |NaN NaN NaN NaN NaN None

rerio

LVSTFSMKETSYEEALAKQRKEQGK
TQSSQKSDKKKKDKVAEKKNRSKKK
EDKPNGKLLESESTAEVSEVANEPS
PPIPLAPEQVAVPAPKQEASIQKSVQ
PTSSQKTTSPALAQKSVPAVQAQKSA
PPAPAQKAAPPAPAQKSAPPASAQKS
IAPAPPTQKTSPASPNQKSSPAPPTQK
TSPNPSGKKSASPPPAQKPASPAPAS
KSAPAAPAQKSTTVAPSQKSASEAPA
QKATPPAPAQKAATTAPAQKAAPPA
QAQKATSSSSSQKPTPPAPVQKSAQ
PAPTEKSAKAQKAASTAPAQKSSPPA
PPQKPASNPQPQKGTPLAASQKSET
PTEKSVKAQKAAPPAPAQKSSPPDRK
PSPSAPASSQNSTSGITPAPPCPTVE
DAPPAPSPKGKRKKKSKAESASAEV
QPKSVAPLEVVTKKVPVMAVPPVGT
QKAAAVTAVPVKAEESKQDAPPKKK
SGSKKKAEPAVAADPADSPLYLPYKA
LLSTVRSMVFSEGEAQQLIQILSDKA
GIIQDTWQKATQKGDPVVLLKKQLE
ERDKQLAAEQEDAAAAKGRLRDLNK
ELSVEKSKVASIETRLSSQLSKREQD
ITALQARMQASYQDHLAESQQLNAK
LLALQDQLEKGPNAQLARLQQENSI
LRDALNQATSQTESKQNAELAKLRQ
DCVRLNKELAEKNDALQADEQLRK
NLETKAASVEKQLNQMQASRANAE
QALQKRLEEVSEELRQTQSNRNNL
QAQLEQAQKDAAALAEAKARVASVE
IVEMKERTGHLESLQSQLKQTQTERE
QQLKEQNDISETVTAELEQARKSLK
EKEIAVSTLEEELTQLKNTISNQVDS
TTDVQHLQQSIKEKDTQIAALQGEL
QQAKEKSSDLNKLENQEMLEQLQK
SLKEKESREKLFEEQIRQCKEQCSTK
LADSTAQLDSLHKRISEKESLMTTLQ
QEVQQLKELNQSQSKSFESLEDML
KSFQGETKEVLHSLFPHINIETAKTK
IWLQDFAVKAQELLNQKQQSQESQQ
STEIVEMMGKLQAAQESQCTLQSEC
EQYRIVLAETEGMLKTLQKSVEEEES
IVWRTKISESEDKLRMALKKVQELEE
TAERLRAESQGNQQLQEQVKLLEAQ
LEEQLQSASTDSQSQSEEMAHLKQA
LADTESQLNSAQKEAQTQREELLQV
KQQLNDVTKRAQGVAENGQPEAEE
CQVQDQLEQTLEKLQGEQALNQQL
SAEVEQAQETLKIHLQSHLEQMKSA
EDTAAMGDVVQLKECLEKERKMTK
DLGQAATKLQQLLRNSQDQLAKEKE
KVRSLHDQLQNKEGDGELKQGTSV




