UniprotKB Entry name organism |full name |oglcnacscore o.glcnac ‘p.h osphorylation PMIDS |sequence intracellular jextracellular (cytosol [nucleus mitochndrion em!()plasmw golgi plasma em:acell“lar
ID sites sites reticulum apparatus [membrane region
AOABM2B4G7|A0A8M2B4G7_DANRE [Danio Clustered 26.412228 NaN NaN 40044042 |MVSKTDDIPASVPNCSPADFARDGE [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio mitochondria TANSKGTTSKKEASCACGHGVETAV
protein MNGDAGHDQAEEADSKQDGSGDA
homolog DQAEDANEQEVIVIQDTGFTVKIQAP

GTEPFDLQVSPQEMVQEIHQVLMD
REDTCHRTCFSLQLDGNVLDNFAEL
KSIEGLQEGSLLKVVEEPYTVREARI
HVRHIRDLLKSLDPSDAYNGVDCNS
LSFLSVFSEGDLGDTGKRKKKGSEL
EQIDCTPPEHILPGSKERPLVPLQPQ
NKDWKPMQCLKVLTMSSWNPPPG
NRKMHGDLMYLYIVIVEDRHVSITA
STRGFYLNQSTTYNFSPKPANPSFLS
HSLVELLSQISAAFKKNFTTLQKKRV
QRHPFERIATPFQVYSWTAPLIDHA
MDCVRAEDAYTSRLGYEEHIPGQTR
DWNEELQTTRELTRKNLPERLLRER
AIFKVHSDFAAAATRGAMAVIDGNV
MAINPGEETRMQMFIWNNIFFSLGF
DVRDHYRELGGDSAAHAAPTNDLN
GVRAYSAVDVEGLYTLGTVVVDYRG
'YRVTAQSIIPGILEREQEQSVIYGSID
FGKTVVSHPKYLELLEKTSRPLKVQR
HAVLNEKDSAVELCSSVECKGIIGN
DGRHYILDLLRTFPPDLNFLPVEGEE
LTPESQKLGFPRQHRHRLACLRQEL
IEAFVEHRYLLFMKMAALQLMQQK
ANKDKTAALQDSNAAGAGSENKPLA
LESCDGTPDSPTSSESTLTPEDSEAT
TVSENSSAENQEAMTEVPVASINGT
HEPLAAERQNGGCDGPLEDPKSREV
'VLNACKAVGSISNTSFDIRFNPDIFS
PGVRFPDDSNEDIQKQKQLLKDAAA
FLVSCQIPSLVKDCLDHSSLPMDGA
TMTEALHQRGINVRYLGTVLEFMD
NMPAKAQLEHIYRIGISELITRCAKHI
FKTYLQGVDLSALSAAVSHFLNCLLS
SFPDAVAHLPADELVSRKKSRKRRN
RVPGGGDNTAWASLTPSELWKNITS
EAHGYYNFSLQCESVDQAVEKYGLQ
KITLLREISIKTGIQILIKEYNFDSRHK
PAFTEEDILNIFPVVKHVNPKASDAF
HFFQSGQAKVQQGFLKEGCELINEA
LNLFNNVYGAMHVEICACLRLLARL
NYIMGDHPEALSNQQKAVLMSERV
LGIEHPNTIQEYMHLALYCFANGQL
STALKLLYRARYLMLVVCGEDHPEM
ALLDSNIGLVLHGVMEYDLSLRFLE
NALAINTKYHGPRSLKVALSHHLVA
RVYESKAEFRSALQHEKEGYTIYKN
QVGEAHEKTKESSEYLKYLTQQAVA
LQRTMNEIYKNGSNASIMPLKFTAP
SMASVLEQLNIINGIIFIPLSQKDLEN
LKAEVQRRQLMQDSGKIQEQQGSH
LELDDKLPVDD




