UniprotkKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
IAOABM2B412 |AOABM2B4I12_DANRE [Danio Pre-mRNA- 26.412228 NaN NaN 40044042 MAAPFPYRGLPGPMPPGVPPPPPAV [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio processing- IAPVPDYMTEEKLQEKARKWQQLQA
splicing KRYSEKRKFGFVDAQKEDMPPEHV
factor 8 RKIIRDHGDMTNRKFRHDKRVYLGA

LKYMPHAVLKLLENMPMPWEQIRD
IVPVLYHITGAISFVNEIPWVIEPVYIS
QWGTMWIMMRREKRDRRHFKRMR
FPPFDDEEPPLDYADNILDVEPLEAI
QMELDPDEDSSVITDWLYEHQPLKD
TTKYVNGTTYRRWQFTLPMMSTLYR
LANQLLTDLVDDNYFYLFDLKAFFT
SKALNMAIPGGPKFEPLVRDINLQD
EDWNEFNDINKIIIRQPIRTEYKIAFP
IYLYNNLPHHVHLTWYHTPNVVFIKT
EDPDLPAFYFDPLINPISHRHSVKSQ
EPLPDDDEEFELPEYVEPFLKETPLY
TDNTANGIALLWAPRPFNLRSGRTR
RAIDVPLVKNWYREHCPAGQPVKVR
'VSYQKLLKYYVLNALKHRPPKAQKK
RYLFRSFKATKFFQSTKLDWVEVGL
QVCRQGYNMLNLLIHRKNLNYLHL
DYNFNLKPVKTLTTKERKKSRFGNA
FHLCREVLRLSKLVVDSHVQYRLGN
IVDAFQLADGLQYIFAHVGQLTGMYR
[YKYKLMRQIRMCKDLKHLIYYRFNT
GPVGKGPGCGFWAPGWRVWLFFM
RGITPLLERWLGNLLARQFEGRHSK
GVAKTVTKQRVESHFDLELRAAVMH
DILDMMPEGIKQNKARTILQHLSES
WRCWKANIPWKVPGLPTPIENMILR
[YVKAKADWWTNTAHYNRERIRRGA
TVDKTVCKKNLGRLTRLYLKAEQER
QHNYLKDGPYITAEEAVAIYTTTVHW
LESRRFSPIPFPPLSYKHDTKLLILAL
ERLKEAYSVKSRLNQSQREELGLIEQ
IAYDNPHEALSRIKRHLLTQRAFKEV
GIEFMDLYSHLVPVYDVEPLEKITDA
IYLDQYLWYEADKRRLFPPWIKPADT
EPPPLLVYKWCQGINNLQDVWETAE
GECNVMLESRYEKMYEKIDLTLLNR
LLRLIVDHNIADYMTAKNNVVINYK
DMNHTNSYGIIRGLQFASFIVQYYGL
VMDLLVLGLHRASEMAGPPQMPND
FLSFQDTATESAHPIRLYCRYIDRIHI
FFRFSADEARDLIQRYLTEHPDPNN
ENIVGYNNKKCWPRDARMRLMKH
DVNLGRAVFWDIKNRLPRSVTTIQW
ENSFVSVYSKDNPNLLFNMCGFEC
RILPKCRTSYEEFTHKDGVWNLQNE
IVTKERTAQCFLRVDDESMQRFHNR
IVRQILMASGSTTFTKIVNKWNTALIG
LMTYFREAVVNTQELLDLLVKCENK
IQTRIKIGLNSKMPSRFPPVVFYTPKE
LGGLGMLSMGHVLIPQSDLRWSKQ
TDVGITHFRSGMSHEEDQLIPNLYR
IYIQPWESEFIDSQRVWAEYALKRQE
AIAQNRRLTLEDLEDSWDRGIPRINT
LFQKDRHTLAYDKGWRVRTDFKQY
QVLKQNPFWWTHQRHDGKLWNLN
NYRTDMIQALGGVEGILEHTLFKGT
YFPTWEGLFWEKASGFEESMKWKK
LTNAQRSGLNQIPNRRFTLWWSPTI
NRANVYVGFQVQLDLTGIFMHGKIP
TLKISLIQIFRAHLWQKIHESIVMDL
CQVFDQELDALEIETVQKETIHPRKS
[YKMNSSCADILLFASYKWNVSRPSL
LADSKDVMDSTTTQKFWIDIQLRWG
DYDSHDIERYARAKFLDYTTDNMSIY
PSPTGVLIAIDLAYNLHSAYGNWFPG
AKPLIQQAMAKIMKANPALYVLRERI
RKGLQLYSSEPTEPYLSSQNYGELFS
NQIIWFVDDTNVYRVTIHKTFEGNLT
TKPINGAIFIFNPRTGQLFLKIIHTSV
WAGQKRLGQLAKWKTAEEVAALIRS
LPVEEQPKQIIVTRKGMLDPLEVHLL
DFPNIVIKGSELQLPFQACLKVEKFG
DLILKATEPQMVLFNLYDDWLKTISS
IYTAFSRLILILRALHVNNDRAKVILKP




DKTTITEPHHIWPTLTDEEWIKVEVQ
LKDLILADYGKKNNVNVASLTQSEIR
DIILGMEISAPSQQRQQIAEIEKQTKE
QSQLTATQTRTVNKHGDEIITSTTSN
IYETQTFSSKTEWRVRAISAANLHLRT
NHIYVSSDDIKETGYTYILPKNVLKKF
ICISDLRAQIAGYLYGTSPPDNPQVK
EIRCIVMVPQWGTHQTVHLPNQLPQ
HEYLKEMEPLGWIHTQPNESPQLSP
QDVTTHAKVMADNPSWDGEKTIIIT
CSFTPGSCTLTAYKLTPSGYEWGRQ
NTDKGNNPKGYLPSHYERVQMLLS
DRFLGFFMVPGQVSWNYNFMGVR
HDPNMKYDLQLANPKEFYHEVHRP
SHFLNFASLQEGEIYNADREDMYA




