}J];I iprotkB Entry name lorganism full oglcnacscore oglcnac b viation PMIDS |[sequence intracellular [extracellular cytosol [nucleus mitochndrion em:loplasmm golgi plasma extn:acellular
name sites sites reticulum apparatus membrane region
IAOABM2B6Z2 |AOA8BM2B6Z2_DANRE |Danio Collagen|26.412228 NaN NaN 40044042 MDKLTTTKIVKVEGGSGGSGKEIQK [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio alpha- HTETVITTRLTSLPPKAHSGQQILTSI
1(XVII) GNGSGSAGGAVLLEKKFITHSSAEG
chain GASRSYVISSSSSGSSASSSSGAGSVI

SGFDGISGEISVTGPITSSTVKSSTSA
[VKSSSVVSTSITSSSAAGGELSSGYG
SISSSSSEFVSGSSGGSISTSEGSMS
KSRSGGGSSAVMSGEGTSSSKTVSK
FSSSSPSGTRKGLSYSTVPTERKTIM
NITTGGYEGSSSGNSSPEYIKKEYVS
TSSAATRGRTQTRESEIRARLQSASP
SARWTELDDVKRLLKGSRSGSISPPR
SPTSTLPIPKKASIDVRHESQSGFDG
TVLDAGFSGYYTNPNNLSYTTLQQP
SSPTGGMQNNLTLSSSALDTTVYGM
QNNLSTSGGAMMANGRCTGYVYGV
PKNVGSAGLATTISAIPSSPITADDVF
MKDGKLIAIGKENVAAKTETERLIMS
KNTGKQFVPSSFNAGADTFSEDSLK
REKKMISSATDPQTTTITGSKSSTKN
KATYADIRKDDSDGAGCGFWTCCS
WWKWLLALLFALLLLLGLLCGLIAL
GEQLRRLKARVDAIDGGGTSPRTSG
LKTDDIPGVQSGNTINLGYEPAGQDS
LILQRAILRELQSDTIRASLATSLRGE
RGEPGPKGDQGPPGVKGDSGFPGIP
GPPGLIGHPGQEGPRGPKGSAGESG
SDGLPGPRGREGPAGPRGEPGPPGI
GEKGEKGSFGDVGAPGIAGPPGPVG
PKGDAGAQGVPGLTGAPGPQGFRGD
SGDPGPKGDKGPAGPPGVKGDQGE
RGPRGATGEPGQPGPAGPPGEKGLK
GSTGAPGPDGVKGLRGDQGPVGLPG
IARGPSGPPGDSGIPGTPGLQGPPGLP
GTPGQPGAKGEAGEPGRVISAGANA
NTVAVSGPPGPPGAPGPAGPPGLSG
PIGPAGLPGSPGAKGDKGDKGEDGK
PGVTESAGTEKSEAGEPGPPGPPGPP
GPPGDDGKPGVGEPGPAGPPGEKGE
PGSFVPTSETFFAGPPGPPGPIGPKG
SQGDVGPQGFPGQPGLPGEPGIGIP
GQPGSPGPRGEQGLDGPLGPQGPQ
GPMGPMGPEGPKGDAGVPGAPGIP
GYSYGGGSRSAPGPPGPPGPPGPPG
EPGSQGDGSPNAVQQISDYLRSEPIR
QYLAGPPGPPGPPGPSGSASDDALAS
RVIEYLQRDEVRQYLIGPPGPPGPPG
[VPGGYGFNTQEVAGRVMSLINDAGF
RGLPGPPGPPGPQGPPGNSGGLVSY
IAANENQQHIRAEPQEYIKSHPRADE
NLDYTAIAKQVSDYIKAHGLLNGNA
GFPGAPGRQGYPGPPGFPGEPGTPG
QPGPPGQAGPPGLPGPPGLDTVHNY
SNMTAVLDYIKENHMKGQKGDLGF
PGIPGSPGIDGKQGIVGLPGIKGQKG
ERGEATYVNRRRRRSTVI




