UniprotkB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
AOABM2B7E3 |AOABM2B7E3_DANRE Danio Exocyst 26.412228 NaN NaN 40044042 |[MTAIKHALQRDIFTPNDERLLSIVNV [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio complex CKAGKKKKNCFLCATVTTERPVQVK
component 'VVKVKKSDKGDFYKRQMAWELRDL

1

TEVDAKDANKENPEFDLHFEKVYR
'WVASSTAEKNSFISCIWKLNQRYLR
KKVEFVNVSPQLLEELPKAEESVPSG
ESQSVAGGDEDALDDYQELNAREE
QDIEGMMEVCEYAISNAEAFAEKLS
RELQVLDGANIQSIMASEKQVNTLM
QLLDQALAEVDTIEGKLLSYEEMLQ
SVKEQMDQISQSNRLIQISNTNNGK
LLDEIQFLVNYMDLSKGHIKALQEG
DLSSPKGIEACINASEALSQCMNVAL
KPGHDKLMAIKQQQHLFSELRDTFA
RRLTNHLNNVFVHQGHDQSSTLAQ
HTAELTLPKHSPLHRDLLRYAKLME
WLKNTQREKYEGLSRTYMDYMTRL
[YEREIKDFFEVAKIKMAGTSKDGKG
KFGLHGSSGKLTGSTSSLNKLAVSS
SNSRRSQSSSLLDMGNMSASDLDV
ADRTRFDKIFEQVLSELEPLCLAEQD
FISKFFKLQQIPTLAQGENMDDSDG
LMHSKPVSEHRHSISEKDMVRMM
MNKIFQSIETELNSLIALGDKIDSFN
SLYMLVKMSHHVWTAENVDPASYL
STTLGNVLVTVKRNFDKCISAQIRQ
MEEVKISKKSKVGILPFVTGFEEFAK
LAEAIFRNAERRGDLDKAYIKLMRAV
FNNVEKVANESQKTPRDVVMMENF
HHIFSTLSSLKISCLEAERKEAKQKY
TEHLQSYVINSLGQPLEKLNHFFEG
VEARVAQGVREEEVSYQLAFNKQEL
RKVIKEYPGKEVKKGLDNLYRKVDK
HLCDEESLLQVVWHSMQDEFIRQY
KHFEGLINRCYPGSGITMEFTIQDM
LEYFSSIAQSH




