UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl“acellular
ID mname sites sites reticulum apparatus  membrane region
IAOASBM2B8Y2 |AOABM2B8Y2 DANRE Danio Collagen|26.412228 NaN NaN 40044042 MRQVQASASGFLIGTNTFTMAHISP [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio alpha- LVLPERMTIFLVTVLLILVSEVQTQG
1(XX) RLKLTVLSEDRLQMKWKEAEGPVQ

chain

GYKVRVRPITEVPQPELMLTTTRGRA
TVAGLDSRQEYLLQVMAINGTQEKLI
AKRRFTIDGLREEELIRSGNREQKKK
TPAIGSGSGEVDDVTEALEGLPTVLY
REPTTTEPSVVPELEPEADQGTKEKK
KKKDKNRSKAEDRIDQEENEGKSAK
EEDSDTSKLRKTTPTQPGTAVSTRKP
FECSAEAQAELVLLVDGSWSIGRTN
FRKVREFLQGLAVPFHIGPEGVQIAL
SQYSGDPRTEWHLNNFTSKEPLLEA
VRNFRYKGGNTFTGQALIHALENNL
KEEVGARPNTPQFLLLLTDGKSQDD
AIAAANRLKNAGVEITAIGVKNADEA
ELRQVASEPLELNVYKVNDFPLLSKL
VGKLARILCGKIEDRIKAKRMEHPTQ
EPVLSFPSPTDLQYVGLGSRELRLR
WTVPSRNPQQYRVVYHTAEGQSLN
ELVVNGTESTTLLTGLSSQTQYHLSI
FPVYENKVGSALRGTFTTLPLAIPEA
LEVTASSASSLRVRWQPAAGATQYM
ALYSALNDGEPDDAKEVKFGPAQTD
VELVDLIPSTDYSVTLYALYDEDPSD
PITAIGTTFPLPSPLSLQFPMVSHSTL
MVTWVPGAVDVPAHRITYSTNHGSD
IVKQVEVRGVNTVLLQNLSSLSRYLV
SVHSLYEKGLSSPVTANVTTLRVPAP
SDLRVTNFTGSEITVRWEAAADDVV
FYLIKWISLNGGDLSQLMINGKGEG
AILEKVEEDKEYQISLSASYADGAQS
EAVAIRYSTLSGGGPSSLSISEETAVS
MLVTWVHPNAHVQQYRVSFTPLNG
DARENTVSLAGSERRILLQNLLPDTR
YSVLVTAEYRSREGGSASAQGKTTSL
RVSSVSVVRSDHSSICVSWRPVPAVS
GYRIVIQALREKQTKEEMVDASSSSH
CFSELQPETVYRISVHSRLGAVEGAA
VTILHPTATAPVRVQVPPGLHPIQRE
VCPEMTVRNYVLKGFDMMEAFGLT
QRAHSTIEGVAAEPFIFSTLPSYTLYR
DVQLTQSTGFIHPAGFSPEHTISMVF
RLLQDSPREPFALWQLTDNDFQPK
MGVVLDPEKKVLLYFSLDYKGEIQEL
TFDQPQVHSIFYGSFHKIHLSVSQVS
'VSLSVDCQRVGERPARPLGTLPTDG
FEMLGKLVKTRGPHSGSAAFQLQSF
EIVCNTTWASEDSCCDLPSQRDEES
CPAPAYACTCTTDVPGSPGDTGPSG
KPGVRGEKGEKGEVGQKGEVGPPG
KSGPEGGFGALGPAGPRGIAVMGK
MGPPGARGEKGDIGRPGSQGLPGPP
GQKGGEGNPGPKGTRGVEGNIGPPG
ITGPRGLQGMPGHPGPVGDRGPLGP
VGPTGLPGSKGERGEKGEPQSLAMI
'YQLVSQACEKLVHNEVLKMDAFLN
ELNRKPVPIQEPVAPPGEPGIPGGRG
APGPRGPQGRLGSRGMPGKPGYPGE
QGRRGMAGEKGSPGANAVGPQGM
KGFGGPPGEAKIGEPGPKGEDGKAG
PTGIPGAAGQQGEMGPSGVCDSSGC
YQGPPADPYLGYRP




