UniprotkB Entry name organism full oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion enl?oplasmlc golgi plasma extl.‘acellular
ID name sites sites reticulum apparatus membrane [region
AOABM2BA87 |AOABM2BA87_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MAGMKDQQFTEEKPLLPDSRGQET |[NaN NaN NaN  [NaN NaN NaN NaN NaN None

rerio

EMAKGQSVHVLPSATPPPPTARPPK
RWHAIAQHWLGLTRRRTSGYFPEN
CETFVATGDWKEHDIETPYGMLHVV
IRGAPKGNKPAILTYHDVGLNHKLC
FNSFFQNEDMLEITKHFVVCHVDAP
GQHIGAPQMPQGYQYPTMDQLAGM
LPSVVQHFGFKSIVGIGVGAGAYILA
KFALIFPDLVEGLVLLNIDPNGKGWI
DWAATKLSGLTSTLPDTVLTHLFSQ
EELMSNTEVVQNYRQQINNTINQF
NLQLFWNMYNSRRDLEMNRSGSVI
NAKTLRCPVMLVVGDNAPAEEGVVE
CNSKLDPTNTTFLKMADSGGMPQIT
QPGKLTEAFKYFLQGMGYIAYMKDR
RMSGGPVPSASMTRLARSRTASLTS
IAGSVDGSRNRACTHSDSSEGVGQVS

HTMEVSC




